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<210> 1 
<211> 3255 
<212> DNA 
<213> mouse 

<400> 1 

ctcagcgagg ggaaggggga ggaggcctgg atgactaaac ctgacagaaa cgctggtggg 60 
aggctcgggc gggcgccagt gcccgcgtag gtccttctcg acccgcagcc accacccgcc 120 
cggtgaccat gatagtgttt gtcaggttca actccagcta tggcttccca gtggaggtcg 180 
attctgacac cagcatcttg cagctcaagg aagtggttgc taagcgacag ggggttccag 240 
ctgaccagct gcgtgtgatt tttgccggga aggagcttcc gaatcacctg acggttcaaa 300 
actgtgacct ggaacaacag agtattgtac acatagtaca gagaccacgg aggagaagtc 3 60 
atgaaacaaa tgcatctgga ggggacgaac cccagagcac ctcagagggc tccatatggg 420 
agtccaggag cttgacacga gtggacctga gcagccatac cctgccggtg gactctgtgg 480 
ggctggcggt cattctggac acagacagta agagggattc agaagcagcc agaggtccag 54 0 
ttaaacccac ctacaacagc tttttcatct actgcaaagg cccctgccac aaggtccagc 600 
ctggaaagct ccgagttcag tgtggcacct gcaaacaagc aaccctcacc ttggcccagg 660 
gcccatcttg ctgggacgat gtcttaattc caaaccggat gagtggtgag tgccagtctc 720 
cagactgccc tggaaccaga gctgaatttt tctttaaatg tggagcacac ccaacctcag 780 
acaaggacac gtcggtagct ttgaacctga tcaccagcaa caggcgcagc atcccttgca 840 
tagcgtgcac agatgtcagg agccctgtcc tggtcttcca gtgtaaccac cgtcacgtga 900 
tctgtttgga ctgtttccac ttgtattgtg tcacaagact caacgatcgg cagtttgtcc 960 
acgatgctca acttggctac tccctgccgt gtgtagctgg ctgtcccaac tccctgatta 1020 
aagagctcca tcacttcagg atccttggag aagagcagta cactaggtac cagcagtatg 1080 
gggccgagga atgcgtgctg caaatgggag gtgtgctgtg cccccgtcct ggctgtggag 1140 
ctggactgct acctgaacag ggccagagga aagtcacctg cgaagggggc aacggcctgg 1200 
gctgcgggtt tgttttctgc cgggactgta aggaagcata ccatgaaggg gattgcgact 1260 
cactgctcga accctcagga gccacttctc aggcctacag ggtggacaaa agagccgctg 1320 
agcaagctcg ctgggaggag gcctccaagg aaaccatcaa gaagaccacc aagccttgtc 1380 
ctcgctgcaa cgtgccaatt gaaaaaaacg gaggatgtat gcacatgaag tgtcctcagc 1440 
cccagtgcaa gctggagtgg tgctggaact gtggctgtga gtggaaccga gcctgcatgg 1500 
gagatcactg gtttgacgtg tagagagaga tgtcacttgg ccctggacgc acaacctcaa 1560 
gggaaactcc gaagattcct accttcctta gccatttctt cttctcgatg catataagca 1620 
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cataaatgcg cacacacaaa cacaggctgc 
tagggcaccc acagaaaacc acagcacccg 
ctctggctca ctcgaatgtc agagcttaga 
gaagccatga gtgaggtggg aagtgttttc 
cacctctgag gattctcaga agcacacttg 
atcatctatt cccaaagggc cccctgcagt 
cctatcttta caaatggtgc tgatgagatt 
aaccaagtga gaacctagga aagctaattg 
ctcagaagcc aaacctactt ccgttcgttt 
tttttttccc cctgaaaaga taacaaagtc 
gcctggaagt ttagcttcac tgtgaattta 
ttaagagaca atcccatgat gctgcgccaa 
ttatagaagg agcatccctc gaccatctga 
a g fc ggggaca cctctgcata tctgctccct 
ccacccagtg gtcctacaga cagggcaata 
atgcatcaca ctcaagtgtt aatctttcaa 
tgttttgctt ttgctttttt tttttttttt 
gcctagagct aaaaatcata tagaaatgat 
ggcc taagtt cacacttttg tcccagtggc 
gaaaagacca cctgtcaagc agcagtcagg 
ccatcattgt gc ttgcctct gcctccttcc 
ccaggacaat gtttgctgtt ctgctttggg 
ccagtatggt cccttttcct tcctaacaga 
attcttaaaa taacccaaaa gacaggcatc 
attgtgtgag tgtgaatagt gggataaaag 
tgcaaagcaa tctttctctt tctgtgaagt 
tggtggtacc cagactgtca atcaataaag 
aaaaaaaaaa aaaaa 

<210> 2 

<211> 1459 

<212> DNA 

<213> mouse 



agattacaga agcagcccct agatcctttc 1680 
ctggccccag ggggaggagg cactttcagc 1740 
tgagggtgca cctttggttt ggattctgta 1800 
cagggttgtt gccacgccct gggtaagtaa 1860 
agatctgagg aacgctgctc tcatgtagta 1920 
agtcaaaact at ttgtfctat ccccccaaat 1980 
acaacccctc tgtgtactaa tcagcttatc 2040 
gatggcagac tgcttaaatc gcagggagga 2100 
cattatctgc aactttagaa agaaatgatc 2160 
tgcaatttgg tttggagtat tcctactgca 2220 
acagagaaag tgcctataaa gggggcgttt 2280 
tgctaacaac agggtcaaga aacacaatgt 2340 
atgagagtat gcctgacccc ttccaccaca 2400 
cctctgctgt taagccccag ggagccccat 2460 
cacacacacc aagatagcct tcagatcaac 2520 
ggttttcttt tctttttcct gttttttatt 2580 
tttggtggtg gtggggctac caaacttgag 2640 
gttatcttgt ggtgtgagga aaggccagct 2700 
cctagactcc acccagccag ctcccaaaat 2760 
agtctgatgt cacccatcac tatttttttt 2820 
acacccgtgt gacgtaatcg cattgggaag 2880 
taaagggact ccctgaagct ctgtggctct 2940 
tgcatatgtt ttcttcagaa tacaatagtg 3000 
cacagtgtgt gagcatgaat cacagcctgc 3060 
tggatgtcag aagagtggaa atcaaacctc 312 0 
gtattaagaa atacctgaag tctgtgtgtg 3180 
acccagactg tcaatgaaaa aaaaaaaaaa 3240 

3255 



<400> 2 

ctcacgggga ggaggccttg gatgactaaa 
cgggcgccag tgcccgcgta ggtccttctc 
tgatagtgtt tgtcaggttc aactccagct 
ccagcatctt gcagctcaag gaagtggttg 
tgcgtgtgat ttttgccggg aaggagcttc 
tggaacaaca gagtattgta cacatagtac 
atgcatctgg aggggacgaa ccccagagca 
gcttgacacg agtggacctg agcagccata 
tcattctgga cacagacagt aagagggatt 
ccacctacaa cagctttttc atctactgca 
agctccgagt tcagtgtggc acctgcaaac 
cttgctggga cgatgtctta attccaaacc 
gccctggaac cagagctgaa tttttcttta 



cctgacagaa acgctggtgg gaggctcggg 60 
gacccgcagc caccacccgc ccggtgacca 120 
atggcttccc agtggaggtc gattctgaca 180 
ctaagcgaca gggggttcca gctgaccagc 240 
cgaatcacct gacggttcaa aactgtgacc 300 
agagaccacg gaggagaagt catgaaacaa 3 60 
cctcagaggg ctccatatgg gagtccagga 420 
ccctgccggt ggactctgtg gggctggcgg 480 
cagaagcagc cagaggtcca gcagttaaac 540 
aaggcccctg ccacaaggtc cagcctggaa 600 
aagcaaccct caccttggcc cagggcccat 660 
ggatgagtgg tgagtgccag tctccagact 720 
aatgtggagc acacccaacc tcagacaagg 780 
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acacgtcggt agctttgaac ctgatcacca gcaacaggcg cagcatccct tgcatagcgt 840 
gcacagatgt cagtcatctt cctctgtcat ctggtgcctc cgtgtggact cggcctcatc 900 
tccactgaac cttgttcttt aggactgtgc aataggtcgt cacctcctac tgagaacaag 960 
gcagcttctg gtctcttggt ttccttgctt ccaacggcag cattgactgt acacccttca 1020 
gtcctaccaa ccccattacc tggttgattt ctttaccgct tagcttctcc aagatgccta 1080 
tttccacaca cagtttcttg tcttccccat ccccccatag gtttatgcgc atgagtaagc 1140 
accgcacctc atgagtttgt gcttctgata caagacttcc tgggatcccc gcttgagccc 1200 
tagaatcccc tggaactggg ttcagtcacc tatcttcaat agcctctttt aaaagtgagt 1260 
tcttgggctg gtgagatggc tcagtgggta agagcacccg actgctcttc cgaagtccag 1320 
agttcaaaat cccagcaacc acatggtggc tcacaaccat ccgtaacaag atctgactcc 1380 
ctcttctggt gtgtctgaag acagctacag tgtacttaca taaaataata aataaatctt 1440 
aaaaaaaaaa aaaaaaaaa 1459 

<210> 3 
<211> 857 
<212> DNA 
<213> mouse 



<400> 3 

ctcagatgac taaacctgac agaaacgctg 
cgtaggtcct tctcgacccg cagccaccac 
gttcaactcc agctatggct tcccagtgga 
caaggaagtg gttgctaagc gacagggggt 
cgggaaggag cttccgaatc acctgacggt 
tgtacacata gtacagagac cacggaggag 
cgaaccccag agcacctcag agggctccat 
cctgagcagc cataccctgc cggtggactc 
cagtaagagg gattcagaag cagccagagg 
tttcatctac tgcaaaggcc cctgccacaa 
tggcacctgc aaacaagcaa ccctcacctt 
cttaattcca aaccggatga gtggtgagtg 
tgaatttttc tttaaatgtg gagcacaccc 
gaacctgatc accagcaaca ggcgcagcat 
tatgcgcatg agttagc 

<210> 4 
<211> 464 
<212> PRT 
<213> mouse 



gtgggaggct cgggcgggcg ccagtgcccg 60 
ccgcccggtg accatgatag tgtttgtcag 120 
ggtcgattct gacaccagca tcttgcagct 180 
tccagctgac cagctgcgtg tgatttttgc 240 
tcaaaactgt gacctggaac aacagagtat 300 
aagtcatgaa acaaatgcat ctggagggga 360 
atgggagtcc aggagcttga cacgagtgga 420 
tgtggggctg gcggtcattc tggacacaga 480 
tccagcagtt aaacccacct acaacagctt 540 
ggtccagcct ggaaagctcc gagttcagtg 600 
ggcccagggc ccatcttgct gggacgatgt 660 
ccagtctcca gactgccctg gaaccagagc 720 
aacctcagac aaggacacgt cggtagcttt 780 
cccttgcata gcgtgcacag atgtcaggtt 840 

857 



<400> 4 

Met lie Val Phe Val Arg Phe Asn 
1 5 

Val Asp Ser Asp Thr Ser lie Leu 
20 

Arg Gin Gly Val Pro Ala Asp Gin 



Ser Ser Tyr Gly Phe Pro Val Glu 

10 15 

Gin Leu Lys Glu Val Val Ala Lys 
25 30 

Leu Arg Val lie Phe Ala Gly Lys 
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35 40 45 

Glu Leu Pro Asn His Leu Thr Val Gin Asn Cys Asp Lou Glu Gin Gin 
50 55 go 

Ser lie Val His lie Val Gin Arg Pro Arg Arg Arg Ser His Glu Thr 
65 70 75 80 

Asn Ala Ser Gly Gly Asp Glu Pro Gin Ser Thr Ser Glu Gly Ser lie 
85 90 95 

Trp Glu Ser Arg Ser Leu Thr Arg Val Asp Leu Ser Ser His Thr Lou 
100 105 no 

Pro Val Asp Ser Val Gly Leu Ala Val lie Leu Asp Thr Asp Ser Lys 
115 120 125 

Arg Asp Ser Glu Ala Ala Arg Gly Pro Val Lys Pro Thr Tyr Asn Ser 
130 135 140 

Phe Phe He Tyr Cys Lys Gly Pro Cys His Lys Val Gin Pro Gly Lys 
145 150 155 160 

Leu Arg Val Gin Cys Gly Thr Cys Lys Gin Ala Thr Leu Thr Leu Ala 
165 170 175 

Gin Gly Pro Ser Cys Trp Asp Asp Val Leu He Pro Asn Arg Met Ser 
180 185 190 

Gly Glu Cys Gin Ser Pro Asp Cys Pro Gly Thr Arg Ala Glu Phe Phe 
195 200 205 

Phe Lys Cys Gly Ala His Pro Thr Ser Asp Lys Asp Thr Ser Val Ala 
210 215 220 

Leu Asn Leu lie Thr Ser Asn Arg Arg Ser lie Pro Cys He Ala Cys 
225 230 235 240 

Thr Asp Val Arg Ser Pro Val Leu Val Phe Gin Cys Asn His Arg His 
245 250 255 

Val He Cys Leu Asp Cys Phe His Leu Tyr Cys Val Thr Arg Leu Asn 
260 265 270 

Asp Arg Gin Phe Val His Asp Ala Gin Leu Gly Tyr Ser Leu Pro Cys 
275 280 285 

Val Ala Gly Cys Pro Asn Ser Leu He Lys Glu Leu His His Phe Arg 
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lie Leu Gly Glu Glu 
305 

Glu Cys Val Leu Gin 
325 

Gly Ala Gly Leu Leu 
340 

Gly Gly Asn Gly Leu 
355 

Glu Ala Tyr His Glu 
370 

Ala Thr Ser Gin Ala 
385 

Arg Trp Glu Glu Ala 
405 

Cys Pro Arg Cys Asn 
420 

Met Lys Cys Pro Gin 
435 

Gly Cys Glu Trp Asn 
450 



295 

Gin Tyr Thr Arg Tyr Gin 
310 315 

Met Gly Gly Val Leu Cys 
330 

Pro Glu Gin Gly Gin Arg 
345 

Gly Cys Gly Phe Val Phe 
360 

Gly Asp Cys Asp Ser Leu 
375 

Tyr Arg Val Asp Lys Arg 
390 395 

Ser Lys Glu Thr He Lys 
410 

Val Pro He Glu Lys Asn 
425 

Pro Gin Cys Lys Leu Glu 
440 

Arg Ala Cys Met Gly Asp 
455 



300 

Gin Tyr Gly Ala Glu 
320 

Pro Arg Pro Gly Cys 
335 

Lys Val Thr Cys Glu 
350 

Cys Arg Asp Cys Lys 
365 

Leu Glu Pro Ser Gly 
380 

Ala Ala Glu Gin Ala 
400 

Lys Thr Thr Lys Pro 
415 

Gly Gly Cys Met His 
430 

Trp Cys Trp Asn Cys 
445 

His Trp Phe Asp Val 
460 



<210> 5 

<211> 262 

<212> PRT 

< 2 13 > mouse 

<400> 5 

Met He Val Phe Val Arg Phe Asn Ser Ser Tyr Gly Phe Pro Val Glu 
15 10 15 

Val Asp Ser Asp Thr Ser He Leu Gin Leu Lys Glu Val Val Ala Lys 
20 " 30 
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Arg Gin Gly Val Pro Ala Asp Gin Leu Arg Val He Phe Ala Gly Lys 
35 40 45 

Glu Leu Pro Asn His Leu Thr Val Gin Asn Cys Asp Leu Glu Gin Gin 
50 55 60 

Ser He Val His He Val Gin Arg Pro Arg Arg Arg Ser His Glu Thr 
65 70 75 80 

Asn Ala Ser Gly Gly Asp Glu Pro Gin Ser Thr Ser Glu Gly Ser He 
85 90 95 

Trp Glu Ser Arg Ser Leu Thr Arg Val Asp Leu Ser Ser His Thr Leu 
100 105 no 

Pro Val Asp Ser Val Gly Leu Ala Val He Leu Asp Thr Asp Ser Lys 
115 120 125 

Arg Asp Ser Glu Ala Ala Arg Gly Pro Ala Val Lys Pro Thr Tyr Asn 
130 135 140 

Ser Phe Phe He Tyr Cys Lys Gly Pro Cys His Lys Val Gin Pro Gly 
145 15 ° 155 iso 

Lys Leu Arg Val Gin Cys Gly Thr Cys Lys Gin Ala Thr Leu Thr Leu 
1*5 170 175 

Ala Gin Gly Pro Ser Cys Trp Asp Asp Val Leu He Pro Asn Arg Met 
180 185 i9 0 

Ser Gly Glu Cys Gin Ser Pro Asp Cys Pro Gly Thr Arg Ala Glu Phe 
195 200 205 

Phe Phe Lys Cys Gly Ala His Pro Thr Ser Asp Lys Asp Thr Ser Val 
210 215 220 

Ala Leu Asn Leu He Thr Ser Asn Arg Arg Ser He Pro Cys He Ala 
225 230 235 2 40 

Cys Thr Asp Val Ser His Leu Pro Leu Ser Ser Gly Ala Ser Val Trp 
245 250 255 

Thr Arg Pro His Leu His 
260 



<210> 6 
<211> 250 
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<212> PRT 
<. 2 13 > mouse 



<400> 6 

Met He Val Phe 
1 

Val Asp Ser Asp 
20 

Arg Gin Gly Val 
35 

Glu Leu Pro Asn 
50 

Ser He Val His 
65 

Asn Ala Ser Gly 



Trp Glu Ser Arg 
100 

Pro Val Asp Ser 
115 

Arg Asp Ser Glu 
130 

Ser Phe Phe lie 
145 

Lys Leu Arg Val 



Ala Gin Gly Pro 
180 

Ser Gly Glu Cys 
195 

Phe Phe Lys Cys 
2 10 

Ala Leu Asn Leu 
225 



Val Arg Phe Asn 
5 

Thr Ser lie Leu 



Pro Ala Asp Gin 
40 

His Leu Thr Val 
55 

lie val Gin Arg 
70 

Gly Asp Glu Pro 
85 

Ser Leu Thr Arg 



Val Gly Leu Ala 
12 0 

Ala Ala Arg Gly 
13 5 

Tyr Cys Lys Gly 
150 

Gin Cys Gly Thr 
165 

Ser Cys Trp Asp 



Gin Ser Pro Asp 
200 

Gly Ala His Pro 
215 

He Thr Ser Asn 
230 



Ser Ser Tyr Gly 
10 

Gin Leu Lys Glu 
25 

Leu Arg Val lie 



Gin Asn Cys Asp 
60 

Pro Arg Arg Arg 
75 

Gin Ser Thr Ser 
90 

Val Asp Leu Ser 
105 

Val He Leu Asp 



Pro Ala Val Lys 
140 

Pro Cys His Lys 
155 

Cys Lys Gin Ala 
17 0 

Asp Val Leu He 
185 

Cys Pro Gly Thr 



Thr Ser Asp Lys 
220 

Arg Arg Ser He 
235 



Phe Pro Val Glu 
15 

Val Val Ala Lys 
30 

Phe Ala Gly Lys 
45 

Leu Glu Gin Gin 

Ser His Glu Thr 
80 

Glu Gly Ser He 
95 

Ser His Thr Leu 
110 

Thr Asp Ser Lys 
12 5 

Pro Thr Tyr Asn 



Val Gin Pro Gly 
160 

Thr Leu Thr Leu 
175 

Pro Asn Arg Met 
190 

Arg Ala Glu Phe 
205 

Asp Thr Ser Val 



Pro Cys He Ala 
240 
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Cys Thr Asp Val Arg Fhe Met Arg Met Ser 
245 250 



<210> 7 
<211> 3014 
<212> DNA 
<213> mouse 

<400> 7 

ctcagcgagg ggaaggggga ggaggcctgg atgactaaac ctgacagaaa cgctggtggg 60 
aggctcgggc gggcgccagt gcccgcgtag gtccttctcg acccgcagcc accacccgcc 120 
cggtgaccat gatagtgttt gtcaggttca actccagcta tggcttccca gtggaggtcg 180 
attctgacac cagcatcttg cagctcaagg aagtggttgc taagcgacag ggggttccag 240 
ctgaccagct gcgtgtgatt tttgccggga aggagcttcc gaatcacctg acggttcaat 300 
taaacccacc tacaacagct ttttcatcta ctgcaaaggc ccctgccaca aggtccagcc 360 
tggaaagctc cgagttcagt gtggcacctg caaacaagca accctcacct tggcccaggg 420 
cccatcttgc tgggacgatg tcttaattcc aaaccggatg agtggtgagt gccagtctcc 480 
agactgccct ggaaccagag ctgaattttt ctttaaatgt ggagcacacc caacctcaga 540 
caaggacacg tcggtagctt tgaacctgat caccagcaac aggcgcagca tcccttgcat 600 
agcgtgcaca gatgtcagga gccctgtcct ggtcttccag tgtaaccacc gtcacgtgat 660 
ctgtttggac tgtttccact tgtattgtgt cacaagactc aacgatcggc agtttgtcca 720 
cgatgctcaa cttggctact ccctgccgtg tgtagctggc tgtcccaact ccctgattaa 780 
agagctccat cacttcagga tccttggaga agagcagtac actaggtacc agcagtatgg 840 
ggccgaggaa tgcgtgctgc aaatgggagg tgtgctgtgc ccccgtcctg gctgtggagc 900 
tggactgcta cctgaacagg gccagaggaa agtcacctgc gaagggggca acggcctggg 960 
ctgcgggttt gttttctgcc gggactgtaa ggaagcatac catgaagggg attgcgactc 1020 
actgctcgaa ccctcaggag ccacttctca ggcctacagg gtggacaaaa gagccgctga 1080 
gcaagctcgc tgggaggagg cctccaagga aaccatcaag aagaccacca agccttgtcc 1140 
tcgctgcaac gtgccaattg aaaaaaacgg aggatgtatg cacatgaagt gtcctcagcc 1200 
ccagtgcaag ctggagtggt gctggaactg tggctgtgag tggaaccgag cctgcatggg 1260 
agatcactgg tttgacgtgt agagagagat gtcacttggc cctggacgca caacctcaag 1320 
ggaaactccg aagattccta ccttccttag ccatttcttc ttctcgatgc atataagcac 1380 
ataaatgcgc acacacaaac acaggctgca gattacagaa gcagccccta gatcctttct 1440 
agggcaccca cagaaaacca cagcacccgc tggccccagg gggaggaggc actttcagcc 1500 
tctggctcac tcgaatgtca gagcttagat gagggtgcac ctttggtttg gattctgtag 1560 
aagccatgag tgaggtggga agtgttttcc agggttgttg ccacgccctg ggtaagtaac 1620 
acctctgagg attctcagaa gcacacttga gatctgagga acgctgctct catgtagtaa 1680 
tcatctattc ccaaagggcc ccctgcagta gtcaaaacta tttgtttatc cccccaaatc 1740 
ctatctttac aaatggtgct gatgagatta caacccctct gtgtactaat cagcttatca 1800 
accaagtgag aacctaggaa agctaattgg atggcagact gcttaaatcg cagggaggac 1860 
tcagaagcca aacctacttc cgttcgtttc attatctgca actttagaaa gaaatgatct 1920 
ttttttcccc ctgaaaagat aacaaagtct gcaatttggt ttggagtatt cctactgcag 1980 
cctggaagtt tagcttcact gtgaatttaa cagagaaagt gcctataaag ggggcgtttt 2040 
taagagacaa tcccatgatg ctgcgccaat gctaacaaca gggtcaagaa acacaatgtt 2100 
tatagaagga gcatccctcg accatctgaa tgagagtatg cctgacccct tccaccacaa 2160 
gtggggacac ctctgcatat ctgctccctc ctctgetgtt aagccccagg gagccccatc 2220 
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cacccagtgg tcctacagac agggcaatac acacacacca agatagcctt cagatcaaca 2280 

tgcatcacac tcaagtgtta atctttcaag gttttctttt ctttttcctg ttttt tattt 2340 

gttttgcttt tgcttttttt tttttttttt ttggtggtgg tggggctacc aaacttgagg 2400 

cctagagcta aaaatcatat agaaatgatg ttatcttgtg gtgtgaggaa aggccagctg 2460 

gcctaagttc acacttttgt cccagtggcc ctagactcca cccagccagc tcccaaaatg 2520 

aaaagaccac ctgtcaagca gcagtcagga gtctgatgtc acccatcact attttttttc 2580 

catcattgtg cttgcctctg cctccttcca cacccgtgtg acgtaatcgc attgggaagc 2640 

caggacaatg tttgctgttc tgctttgggt aaagggactc cctgaagctc tgtggctctc 2700 

cagtatggtc ccttttcctt cctaacagat gcatatgttt tcttcagaat acaatagtga 2760 

ttcttaaaat aacccaaaag acaggcatcc acagtgtgtg agcatgaatc acagcctgca 2820 

ttgtgtgagt gtgaatagtg ggataaaagt ggatgtcaga agagtggaaa tcaaacctct 2880 

gcaaagcaat ctttctcttt ctgtgaagtg tattaagaaa tacctgaagt ctgtgtgtgt 2940 

ggtggtaccc agactgtcaa tcaataaaga cccagactgt caatgaaaaa aaaaaaaaaa 3000 

aaaaaaaaaa aaaa 3014 



<210> 8 
<211> 2895 
<212> DNA 
<213> mouse 



<400> 8 

ctcagcgagg ggaaggggga ggaggcctgg 
aggctcgggc gggcgccagt gcccgcgtag 
cggtgaccat gatagtgttt gtcaggttca 
attctgacac cagcatcttg cagctcaagg 
ctgaccagct gcgtgtgatt tttgccggga 
gcccatcttg ctgggacgat gtcttaattc 
cagactgccc tggaaccaga gctgaatttt 
acaaggacac gtcggtagct ttgaacctga 
tagcgtgcac agatgtcagg agccctgtcc 
tctgtttgga ctgtttccac ttgtattgtg 
acgatgctca acttggctac tccctgccgt 
aagagctcca tcacttcagg atccttggag 
gggccgagga atgcgtgctg caaatgggag 
ctggactgct acctgaacag ggccagagga 
gctgcgggtt tgttttctgc cgggactgta 
cactgctcga accctcagga gccacttctc 
agcaagctcg ctgggaggag gcctccaagg 
ctcgctgcaa cgtgccaatt gaaaaaaacg 
cccagtgcaa gctggagtgg tgctggaact 
gagatcactg gtttgacgtg tagagagaga 
gggaaactcc gaagattcct accttcctta 
cataaatgcg cacacacaaa cacaggctgc 
tagggcaccc acagaaaacc acagcacccg 
ctctggctca ctcgaatgtc agagcttaga 
gaagccatga gtgaggtggg aagtgttttc 
cacctctgag gattctcaga agcacacttg 
atcatctatt cccaaagggc cccctgcagt 



atgactaaac ctgacagaaa cgctggtggg 60 
gtccttctcg acccgcagcc accacccgcc 120 
actccagcta tggcttccca gtggaggtcg 180 
aagtggttgc taagcgacag ggggttccag 240 
aggagcttcc gaatcacctg acggttcaag 300 
caaaccggat gagtggtgag tgccagtctc 360 
tctttaaatg tggagcacac ccaacctcag 42 0 
tcaccagcaa caggcgcagc atcccttgca 480 
tggtcttcca gtgtaaccac cgtcacgtga 54 0 
tcacaagact caacgatcgg cagtttgtcc 600 
gtgtagctgg ctgtcccaac tccctgatta 660 
aagagcagta cactaggtac cagcagtatg 720 
gtgtgctgtg cccccgtcct ggctgtggag 780 
aagtcacctg cgaagggggc aacggcctgg 840 
aggaagcata ccatgaaggg gattgcgact 900 
aggcctacag ggtggacaaa agagccgctg 960 
aaaccatcaa gaagaccacc aagccttgtc 1020 
gaggatgtat gcacatgaag tgtcctcagc 1080 
gtggctgtga gtggaaccga gcctgcatgg 1140 
tgtcacttgg ccctggacgc acaacctcaa 1200 
gccatttctt cttctcgatg catataagca 1260 
agattacaga agcagcccct agatcctttc 1320 
ctggccccag ggggaggagg cactttcagc 1380 
tgagggtgca cctttggttt ggattctgta 1440 
cagggttgtt gccacgccct gggtaagtaa 1500 
agatctgagg aacgctgctc tcatgtagta 1560 
agtcaaaact atttgtttat ccccccaaat 1620 
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WO 01/16176 

cctatcttta caaatggtgc tgatgagatt 
aaccaagtga gaacctagga aagctaattg 
ctcagaagcc aaacctactt ccgttcgttt 
tttttttccc cctgaaaaga taacaaagtc 
gcctggaagt ttagcttcac tgtgaattta 
ttaagagaca atcccatgat gctgcgccaa 
ttatagaagg agcatccctc gaccatctga 
agtggggaca cctctgcata tctgctccct 
ccacccagtg gtcctacaga cagggcaata 
atgcatcaca ctcaagtgtt aatctttcaa 
tgttttgctt ttgctttttt tttttttttt 
gcctagagct aaaaatcata tagaaatgat 
ggcctaagtt cacacttttg tcccagtggc 
gaaaagacca cctgtcaagc agcagtcagg 
ccatcattgt gcttgcctct gcctccttcc 
ccaggacaat gtttgctgtt ctgctttggg 
ccagtatggt cccttttcct tcctaacaga 
attcttaaaa taacccaaaa gacaggcatc 
attgtgtgag tgtgaatagt gggataaaag 
tgcaaagcaa tctttctctt tctgtgaagt 
tggtggtacc cagactgtca atcaataaag 
aaaaaaaaaa aaaaa 

<210> 9 
<211> 2558 
<2 12> DNA 
<213> mouse 




PCT/EPOO/08071 

acaacccctc tgtgtactaa tcagcttatc 1680 

gatggcagac tgcttaaatc gcagggagga 1740 

cattatctgc aactttagaa agaaatgatc 1800 

tgcaatttgg tttggagtat tcctactgca 1860 

acagagaaag tgcctataaa gggggcgttt 1920 

tgctaacaac agggtcaaga aacacaatgt 1980 

atgagagtat gcctgacccc ttccaccaca 2040 

cctctgctgt taagccccag ggagccccat 2100 

cacacacacc aagatagcct tcagatcaac 2160 

ggttttcttt tctttttcct gttttttatt 2220 

tttggtggtg gtggggctac caaacttgag 2280 

gttatcttgt ggtgtgagga aaggccagct 2340 

cctagactcc acccagccag ctcccaaaat 2400 

agtctgatgt cacccatcac tatttttttt 2460 

acacccgtgt gacgtaatcg cattgggaag 2520 

taaagggact ccctgaagct ctgtggctct 2580 

tgcatatgtt ttcttcagaa tacaatagtg 2640 

cacagtgtgt gagcatgaat cacagcctgc 2700 

tggatgtcag aagagtggaa atcaaacctc 2760 

gtattaagaa atacctgaag tctgtgtgtg 2820 

acccagactg tcaatgaaaa aaaaaaaaaa 2880 

2895 



<400> 9 

ctcagcgagg ggaaggggga ggaggcctgg 
aggctcgggc gggcgccagt gcccgcgtag 
cggtgaccat gatagtgttt gtcaggttca 
attctgacac cagcatcttg cagctcaagg 
ctgaccagct gcgtgtgatt tttgccggga 
tggctgtccc aactccctga ttaaagagct 
gtacactagg taccagcagt atggggccga 
gtgcccccgt cctggctgtg gagctggact 
ctgcgaaggg ggcaacggcc tgggctgcgg 
ataccatgaa ggggattgcg actcactgct 
cagggtggac aaaagagccg ctgagcaagc 
caagaagacc accaagcctt gtcctcgctg 
tatgcacatg aagtgtcctc agccccagtg 
tgagtggaac cgagcctgca tgggagatca 
tggccctgga cgcacaacct caagggaaac 
cttcttctcg atgcatataa gcacataaat 
agaagcagcc cctagatcct ttctagggca 
cagggggagg aggcactttc agcctctggc 
gcacctttgg tttggattct gtagaagcca 



atgactaaac ctgacagaaa cgctggtggg 60 
gtccttctcg acccgcagcc accacccgcc 120 
actccagcta tggcttccca gtggaggtcg 180 
aa gtggttgc taagcgacag ggggttccag 240 
a gg a gcttcc gaatcacctg acggttcaac 300 
ccatcacttc aggatccttg gagaagagca 360 
ggaatgcgtg ctgcaaatgg gaggtgtgct 420 
gctacctgaa cagggccaga ggaaagtcac 480 
gtttgttttc tgccgggact gtaaggaagc 540 
cgaaccctca ggagccactt ctcaggccta 600 
tcgctgggag gaggcctcca aggaaaccat 660 
caacgtgcca attgaaaaaa acggaggatg 720 
caagctggag tggtgctgga actgtggctg 780 
ctggtttgac gtgtagagag agatgtcact 840 
tccgaagatt cctaccttcc ttagccattt 900 
gcgcacacac aaacacaggc tgcagattac 960 
cccacagaaa accacagcac ccgctggccc 1020 
tcactcgaat gtcagagctt agatgagggt 1080 
tgagtgaggt gggaagtgtt ttccagggtt 1140 
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WO 01/16176 

gttgccacgc cctgggtaag taacacctct 
aggaacgctg ctctcatgta gtaatcatct 
actatttgtt tatcccccca aatcctatct 
ctctgtgtac taatcagctt atcaaccaag 
gactgcttaa atcgcaggga ggactcagaa 
tgcaacttta gaaagaaatg atcttttttt 
tggtttggag tattcctact gcagcctgga 
aagtgcctat aaagggggcg tttttaagag 
aacagggtca agaaacacaa tgtttataga 
tatgcctgac cccttccacc acaagtgggg 
tgttaagccc cagggagccc catccaccca 
accaagatag ccttcagatc aacatgcatc 
ttttcttttt cctgtttttt atttgttttg 
gtggtggggc taccaaactt gaggcctaga 
tgtggtgtga ggaaaggcca gctggcctaa 
tccacccagc cagctcccaa aatgaaaaga 
tgtcacccat cactattttt tttccatcat 
tgtgacgtaa tcgcattggg aagccaggac 
actccctgaa gctctgtggc tctccagtat 
gttttcttca gaatacaata gtgattctta 
tgtgagcatg aatcacagcc tgcattgtgt 
cagaagagtg gaaatcaaac ctctgcaaag 
gaaatacctg aagtctgtgt gtgtggtggt 
ctgtcaatga aaaaaaaaaa aaaaaaaaaa 

<210> 10 
<211> 3136 
<212> DNA 
<213> mouse 




PCT/EP00/08071 

gaggattctc agaagcacac ttgagatctg 1200 
attcccaaag ggccccctgc agtagtcaaa 1260 
ttacaaatgg tgctgatgag attacaaccc 1320 
tgagaaccta ggaaagctaa ttggatggca 13 8 0 
gccaaaccta cttccgttcg tttcattatc 1440 
ccccctgaaa agataacaaa gtctgcaatt 1500 
agtttagctt cactgtgaat ttaacagaga 1560 
acaatcccat gatgctgcgc caatgctaac 1620 
aggagcatcc ctcgaccatc tgaatgagag 1680 
acacctctgc atatctgctc cctcctctgc 1740 
gtggtcctac agacagggca atacacacac 1800 
acactcaagt gttaatcttt caaggttttc 1860 
cttttgcttt tttttttttt ttttttggtg 1920 
gctaaaaatc atatagaaat gatgttatct 1980 
gttcacactt ttgtcccagt ggccctagac 2040 
ccacctgtca agcagcagtc aggagtctga 2 10 0 
tgtgcttgcc tctgcctcct tccacacccg 2160 
aatgtttgct gttctgcttt gggtaaaggg 2220 
ggtccctttt ccttcctaac agatgcatat 2280 
aaataaccca aaagacaggc atccacagtg 2340 
gagtgtgaat agtgggataa aagtggatgt 2400 
caatctttct ctttctgtga agtgtattaa 2460 
acccagactg tcaatcaata aagacccaga 2520 
aaaaaaaa 2558 



<400> 10 

ctcagcgagg ggaaggggga ggaggcctgg 
aggctcgggc gggcgccagt gcccgcgtag 
cggtgaccat gatagtgttt gtcaggttca 
attctgacac cagcatcttg cagctcaagg 
ctgaccagct gcgtgtgatt tttgccggga 
actgtgacct ggaacaacag agtattgtac 
atgaaacaaa tgcatctgga ggggacgaac 
agtccaggag cttgacacga gtggacctga 
ggctggcggt cattctggac acagacagta 
ggcccatctt gctgggacga tgtcttaatt 
ccagactgcc ctggaaccag agctgaattt 
gacaaggaca cgtcggtagc tttgaacctg 
atagcgtgca cagatgtcag gagccctgtc 
atctgtttgg actgtttcca cttgtattgt 
cacgatgctc aacttggcta ctccctgccg 
aaagagctcc atcacttcag gatccttgga 
ggggccgagg aatgcgtgct gcaaatggga 



atgactaaac ctgacagaaa cgctggtggg 60 
gtccttctcg acccgcagcc accacccgcc 120 
actccagcta tggcttccca gtggaggtcg 180 
aagtggttgc taagcgacag ggggttccag 240 
aggagcttcc gaatcacctg acggttcaaa 300 
acatagtaca gagaccacgg aggagaagtc 3 60 
cccagagcac ctcagagggc tccatatggg 420 
gcagccatac cctgccggtg gactctgtgg 480 
agagggattc agaagcagcc agaggtccag 540 
ccaaaccgga tgagtggtga gtgccagtct 600 
ttctttaaat gtggagcaca cccaacctca 660 
atcaccagca acaggcgcag catcccttgc 720 
ctggtcttcc agtgtaacca ccgtcacgtg 780 
gtcacaagac tcaacgatcg gcagtttgtc 840 
tgtgtagctg gctgtcccaa ctccctgatt 900 
gaagagcagt acactaggta ccagcagtat 960 
ggtgtgctgt gcccccgtcc tggctgtgga 1020 
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WO 01/16176 



PCT/EPOO/08071 



gctggactgc tacctgaaca gggccagagg 
ggctgcgggt ttgttttctg ccgggactgt 
tcactgctcg aaccctcagg agccacttct 
gagcaagctc gctgggagga ggcctccaag 
cctcgctgca acgtgccaat tgaaaaaaac 
ccccagtgca agctggagtg gtgctggaac 
ggagatcact ggtttgacgt gtagagagag 
agggaaactc cgaagattcc taccttcctt 
acataaatgc gcacacacaa acacaggctg 
ctagggcacc cacagaaaac cacagcaccc 
cc tc tggctc ac tcgaatgt cagagc ttag 
agaagccatg agtgaggtgg gaagtgtttt 
acacc tc tga ggattctcag aagcacac tt 
aatcatcfcat tcccaaaggg ccccc tgcag 
tcctatcttt acaaatggtg ctgatgagat 
caaccaagtg agaacctagg aaagctaatt 
actcagaagc caaacctact tccgttcgtt 
ctttttttcc ccctgaaaag ataacaaagt 
agcctggaag tttagcttca ctgtgaattt 
tttaagagac aatcccatga tgc tgcgcca 
tttatagaag gagcatccct cgaccatctg 
aagtggggac acctctgcat atctgctccc 
tccacccagt ggtcctacag acagggcaat 
catgcatcac actcaagtgt taatctttca 
ttgttttgct tttgcttttt tttttttttt 
ggcctagagc taaaaatcat atagaaatga 
tggcctaagt tcacactttt gtcccagtgg 
tgaaaagacc acctgtcaag cagcagtcag 
tccatcattg tgcttgcctc tgcctccttc 
gccaggacaa tgtttgctgt tctgctttgg 
tccagtatgg tcccttttcc ttcctaacag 
gattc ttaaa ataacccaaa agacaggcat 
cat tgtgtga gtgtgaatag tgggataaaa 
ctgcaaagca atctttctct ttctgtgaag 
gtggtggtac ccagactgtc aatcaataaa 
aaaaaaaaaa aaaaaa 



aaagtcacct gcgaaggggg caacggcctg 1080 
aaggaagcat accatgaagg ggattgcgac 114 0 
caggcctaca gggtggacaa aagagccgct 1200 
gaaaccatca agaagaccac caagccttgt 1260 
ggaggatgta tgcacatgaa gtgtcctcag 1320 
tgtggctgtg agtggaaccg agcctgcatg 1380 
atgtcacttg gccctggacg cacaacctca 1440 
agccatttct tcttctcgat gcatataagc 1500 
cagattacag aagcagcccc tagatccttt 1560 
gctggcccca gggggaggag gcactttcag 1620 
atgagggtgc acctttggtt tggattctgt 1680 
ccagggttgt tgccacgccc tgggtaagta 1740 
gagatctgag gaacgctgct ctcatgtagt 1800 
tagtcaaaac tatttgttta tccccccaaa 1860 
tacaacccct ctgtgtacta atcagcttat 1920 
ggatggcaga ctgcttaaat cgcagggagg 1980 
tcattatctg caactttaga aagaaatgat 2040 
ctgcaatttg gtttggagta ttcctactgc 2100 
aacagagaaa gtgcctataa agggggcgtt 216 0 
atgctaacaa cagggtcaag aaacacaatg 222 0 
aatgagagta tgcctgaccc cttccaccac 2280 
tcctctgctg ttaagcccca gggagcccca 2340 
acacacacac caagatagcc ttcagatcaa 2400 
aggttttctt ttctttttcc tgttttttat 2460 
ttttggtggt ggtggggcta ccaaacttga 2520 
tgttatcttg tggtgtgagg aaaggccagc 2580 
ccctagactc cacccagcca gctcccaaaa 2640 
gagtctgatg tcacccatca ctattttttt 2700 
cacacccgtg tgacgtaatc gcattgggaa 2760 
gtaaagggac tccctgaagc tctgtggctc 2820 
atgcatatgt tttcttcaga atacaatagt 2880 
ccacagtgtg tgagcatgaa tcacagcctg 2940 
gtggatgtca gaagagtgga aatcaaacct 3000 
tgtattaaga aatacctgaa gtctgtgtgt 3060 
gacccagact gtcaatgaaa aaaaaaaaaa 3120 

313 6 



<210> 11 
<211> 3170 
<212> DNA 
<213> mouse 



<400> 11 

ctcagcgagg ggaaggggga ggaggcctgg 

aggctcgggc gggcgccagt gcccgcgtag 

cggtgaccat gatagtgttt gtcaggttca 

attctgacac cagcatcttg cagctcaagg 

ctgaccagct gcgtgtgatt tttgccggga 



atgactaaac ctgacagaaa cgctggtggg 60 

gtccttctcg acccgcagcc accacccgcc 120 

actccagcta tggcttccca gtggaggtcg 180 

aagtggttgc taagcgacag ggggttccag 240 

aggagcttcc gaatcacctg acggttcaaa 300 
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WO 01/16176 PCT/EP00/08071 



actgtgacct ggaacaacag agtattgtac acatagtaca gagaccacgg aggagaagtc 360 
atgaaacaaa tgcatctgga ggggacgaac cccagagcac ctcagagggc tccatatggg 420 
agtccaggag cttgacacga gtggacctga gcagccatac cctgccggtg gactctgtgg 480 
ggctggcggt cattctggac acagacagta agagggattc agaagcagcc agaggtccag 540 
ttaaacccac ctacaacagc tttttcatct actgcaaagg cccctgccac aaggtccagc 600 
ctggaaagct ccgagttcag tgtggcacct gcaaacaagc aaccctcacc ttggcccaga 660 
atttttcttt aaatgtggag cacacccaac ctcagacaag gacacgtcgg tagctttgaa 720 
cctgatcacc agcaacaggc gcagcatccc ttgcatagcg tgcacagatg tcaggagccc 780 
tgtcctggtc ttccagtgta accaccgtca cgtgatctgt ttggactgtt tccacttgta 840 
ttgtgtcaca agactcaacg atcggcagtt tgtccacgat gctcaacttg gctactccct 900 
gccgtgtgta gctggctgtc ccaactccct gattaaagag ctccatcact tcaggatcct 960 
tggagaagag cagtacacta ggtaccagca gtatggggcc gaggaatgcg tgctgcaaat 1020 
gggaggtgtg ctgtgccccc gtcctggctg tggagctgga ctgctacctg aacagggcca 1080 
gaggaaagtc acctgcgaag ggggcaacgg cctgggctgc gggtttgttt tctgccggga 1140 
ctgtaaggaa gcataccatg aaggggattg cgactcactg ctcgaaccct caggagccac 1200 
ttctcaggcc tacagggtgg acaaaagagc cgctgagcaa gctcgctggg aggaggcctc 1260 
caaggaaacc atcaagaaga ccaccaagcc ttgtcctcgc tgcaacgtgc caattgaaaa 1320 
aaacggagga tgtatgcaca tgaagtgtcc tcagccccag tgcaagctgg agtggtgctg 1380 
gaactgtggc tgtgagtgga accgagcctg catgggagat cactggtttg acgtgtagag 1440 
agagatgtca cttggccctg gacgcacaac ctcaagggaa actccgaaga ttcctacctt 1500 
ccttagccat ttcttcttct cgatgcatat aagcacataa atgcgcacac acaaacacag 1560 
gctgcagatt acagaagcag cccctagatc ctttctaggg cacccacaga aaaccacagc 1620 
acccgctggc cccaggggga ggaggcactt tcagcctctg gctcactcga atgtcagagc 1680 
ttagatgagg gtgcaccttt ggtttggatt ctgtagaagc catgagtgag gtgggaagtg 1740 
ttttccaggg ttgttgccac gccctgggta agtaacacct ctgaggattc tcagaagcac 1800 
acttgagatc tgaggaacgc tgctctcatg tagtaatcat ctattcccaa agggccccct 1860 
gcagtagtca aaactatttg tttatccccc caaatcctat ctttacaaat ggtgctgatg 1920 
agattacaac ccctctgtgt actaatcagc ttatcaacca agtgagaacc taggaaagct 1980 
aattggatgg cagactgctt aaatcgcagg gaggactcag aagccaaacc tacttccgtt 2040 
cgtttcatta tctgcaactt tagaaagaaa tgatcttttt ttccccctga aaagataaca 2100 
aagtctgcaa tttggtttgg agtattccta ctgcagcctg gaagtttagc ttcactgtga 2160 
atttaacaga gaaagtgcct ataaaggggg cgtttttaag agacaatccc atgatgctgc 2220 
gccaatgcta acaacagggt caagaaacac aatgtttata gaaggagcat ccctcgacca 2280 
tctgaatgag agtatgcctg accccttcca ccacaagtgg ggacacctct gcatatctgc 2340 
tccctcctct gctgttaagc cccagggagc cccatccacc cagtggtcct acagacaggg 2400 
caatacacac acaccaagat agccttcaga tcaacatgca tcacactcaa gtgttaatct 2460 
ttcaaggttt tcttttcttt ttcctgtttt ttatttgttt tgcttttgct tttttttttt 2520 
ttttttttgg tggtggtggg gctaccaaac ttgaggccta gagctaaaaa tcatatagaa 2580 
atgatgttat cttgtggtgt gaggaaaggc cagctggcct aagttcacac ttttgtccca 2640 
gtggccctag actccaccca gccagctccc aaaatgaaaa gaccacctgt caagcagcag 2700 
tcaggagtct gatgtcaccc atcactattt tttttccatc attgtgcttg cctctgcctc 2760 
cttccacacc cgtgtgacgt aatcgcattg ggaagccagg acaatgtttg ctgttctgct 2820 
ttgggtaaag ggactccctg aagctctgtg gctctccagt atggtccctt ttccttccta 2880 
acagatgcat atgttttctt cagaatacaa tagtgattct taaaataacc caaaagacag 2940 
gcatccacag tgtgtgagca tgaatcacag cctgcattgt gtgagtgtga atagtgggat 3000 
aaaagtggat gtcagaagag tggaaatcaa acctctgcaa agcaatcttt ctctttctgt 3060 
gaagtgtatt aagaaatacc tgaagtctgt gtgtgtggtg gtacccagac tgtcaatcaa 3120 
taaagaccca gactgtcaat gaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 3170 
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<210> 12 

<211> 2918 

<212> DNA 

<213> mouse 




PCT/EPOO/08071 



<400> 12 

ctcagcgagg ggaaggggga ggaggcctgg 
aggctcgggc gggcgccagt gcccgcgtag 
cggtgaccat gatagtgttt gtcaggttca 
attctgacac cagcatcttg cagctcaagg 
ctgaccagct gcgtgtgatt tttgccggga 
actgtgacct ggaacaacag agtattgtac 
atgaaacaaa tgcatctgga ggggacgaac 
agtccaggag cttgacacga gtggacctga 
ggctggcggt cattctggac acagacagta 
ttaaacccac ctacaacagc tttttcatct 
ctggaaagct ccgagttcag tgtggcacct 
tggctgtccc aactccctga ttaaagagct 
gtacactagg taccagcagt atggggccga 
gtgcccccgt cctggctgtg gagctggact 
ctgcgaaggg ggcaacggcc tgggctgcgg 
ataccatgaa ggggattgcg actcactgct 
cagggtggac aaaagagccg ctgagcaagc 
caagaagacc accaagcctt gtcctcgctg 
tatgcacatg aagtgtcctc agccccagtg 
tgagtggaac cgagcctgca tgggagatca 
tggccctgga cgcacaacct caagggaaac 
cttcttctcg atgcatataa gcacataaat 
agaagcagcc cctagatcct ttctagggca 
cagggggagg aggcactttc agcctctggc 
gcacctttgg tttggattct gtagaagcca 
gttgccacgc cctgggtaag taacacctct 
aggaacgctg ctctcatgta gtaatcatct 
actatttgtt tatcccccca aatcctatct 
ctctgtgtac taatcagctt atcaaccaag 
gactgcttaa atcgcaggga ggactcagaa 
tgcaacttta gaaagaaatg atcttttttt 
tggtttggag tattcctact gcagcctgga 
aagtgcctat aaagggggcg tttttaagag 
aacagggtca agaaacacaa tgtttataga 
tatgcctgac cccttccacc acaagtgggg 
tgttaagccc cagggagccc catccaccca 
accaagatag ccttcagatc aacatgcatc 
ttttcttttt cctgtttttt atttgttttg 
gtggtggggc taccaaactt gaggcctaga 
tgtggtgtga ggaaaggcca gctggcctaa 
tccacccagc cagctcccaa aatgaaaaga 



atgactaaac ctgacagaaa cgctggtggg 60 
gtccttctcg acccgcagcc accacccgcc 120 
actccagcta tggcttccca gtggaggtcg 180 
aagtggttgc taagcgacag ggggttccag 240 
aggagcttcc gaatcacctg acggttcaaa 300 
acatagtaca gagaccacgg aggagaagtc 3 60 
cccagagcac ctcagagggc tccatatggg 420 
gcagccatac cctgccggtg gactctgtgg 480 
agagggattc agaagcagcc agaggtccag 540 
actgcaaagg cccctgccac aaggtccagc 600 
gcaaacaagc aaccctcacc ttggcccagc 660 
ccatcacttc aggatccttg gagaagagca 720 
ggaatgcgtg ctgcaaatgg gaggtgtgct 7 80 
gctacctgaa cagggccaga ggaaagtcac 840 
gtttgttttc tgccgggact gtaaggaagc 900 
cgaaccctca ggagccactt ctcaggccta 960 
tcgctgggag gaggcctcca aggaaaccat 1020 
caacgtgcca attgaaaaaa acggaggatg 1080 
caagctggag tggtgctgga actgtggctg 1140 
ctggtttgac gtgtagagag agatgtcact 1200 
tccgaagatt cctaccttcc ttagccattt 1260 
gcgcacacac aaacacaggc tgcagattac 1320 
cccacagaaa accacagcac ccgctggccc 1380 
tcactcgaat gtcagagctt agatgagggt 1440 
tgagtgaggt gggaagtgtt ttccagggtt 1500 
gaggattctc agaagcacac ttgagatctg 1560 
attcccaaag ggccccctgc agtagtcaaa 1620 
ttacaaatgg tgctgatgag attacaaccc 1680 
tgagaaccta ggaaagctaa ttggatggca 1740 
gccaaaccta cttccgttcg tttcattatc 1800 
ccccctgaaa agataacaaa gtctgcaatt 1860 
agtttagctt cactgtgaat ttaacagaga 1920 
acaatcccat gatgctgcgc caatgctaac 1980 
aggagcatcc ctcgaccatc tgaatgagag 2040 
acacctctgc atatctgctc cctcctctgc 2100 
gtggtcctac agacagggca atacacacac 2160 
acactcaagt gttaatcttt caaggttttc 2220 
cttttgcttt tttttttttt ttttttggtg 2280 
gctaaaaatc atatagaaat gatgttatct 2340 
gttcacactt ttgtcccagt ggccctagac 2400 
ccacctgtca agcagcagtc aggagtctga 2460 
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tgtcacccat cactattttt tttccatcat tgtgcttgcc tctgcctcct tccacacccg 2520 

tgtgacgtaa tcgcattggg aagccaggac aatgtttgct gttctgcttt gggtaaaggg 2580 

actccctgaa gctctgtggc tctccagtat ggtccctttt ccttcctaac agatgcatat 2640 

gttttcttca gaatacaata gtgattctta aaataaccca aaagacaggc atccacagtg 2700 

tgtgagcatg aatcacagcc tgcattgtgt gagtgtgaat agtgggataa aagtggatgt 2760 

cagaagagtg gaaatcaaac ctctgcaaag caatctttct ctttctgtga agtgtattaa 2820 

gaaatacctg aagtctgtgt gtgtggtggt acccagactg tcaatcaata aagacccaga 2 880 

ctgtcaatga aaaaaaaaaa aaaaaaaaaa aaaaaaaa 2918 



<210> 13 
<211> 3043 
<212> DNA 
<213> mouse 



<400> 13 

ctcagcgagg ggaaggggga ggaggcctgg 
aggctcgggc gggcgccagt gcccgcgtag 
cggtgaccat gatagtgttt gtcaggttca 
attctgacac cagcatcttg cagctcaagg 
c tgaccagc t gcgtgtgatt tttgccggga 
actgtgacct ggaacaacag agtattgtac 
atgaaacaaa tgcatctgga ggggacgaac 
agtccaggag cttgacacga gtggacctga 
ggctggcggt cattctggac acagacagta 
ttaaacccac ctacaacagc tttttcatct 
ctggaaagct ccgagttcag tgtggcacct 
gcccatcttg ctgggacgat gtcttaattc 
cagactgccc tggaaccaga gctgaatttt 
acaaggacac gtcggtagct ttgaacctga 
tagcgtgcac agatgtcagg agccctgtcc 
tctgtttgga ctgtttccac ttgtattgtg 
acgatgctca acttggctac tccctgccgt 
gaagcatacc atgaagggga ttgcgactca 
gcctacaggg tggacaaaag agccgctgag 
accatcaaga agaccaccaa gccttgtcct 
ggatgtatgc acatgaagtg tcctcagccc 
ggctgtgagt ggaaccgagc ctgcatggga 
tcacttggcc ctggacgcac aacctcaagg 
catttcttct tctcgatgca tataagcaca 
attacagaag cagcccctag atcctttcta 
ggccccaggg ggaggaggca ctttcagcct 
agggtgcacc tttggtttgg attctgtaga 
gggttgttgc cacgccctgg gtaagtaaca 
atctgaggaa cgctgctctc atgtagtaat 
tcaaaactat ttgtttatcc ccccaaatcc 
aacccctctg tgtactaatc agcttatcaa 
tggcagactg cttaaatcgc agggaggact 
ttatctgcaa ctttagaaag aaatgatctt 



atgactaaac ctgacagaaa cgctggtggg 60 
gtccttctcg acccgcagcc accacccgcc 120 
actccagcta tggcttccca gtggaggtcg 180 
aagtggttgc taagcgacag ggggttccag 240 
aggagcttcc gaatcacctg acggttcaaa 300 
acatagtaca gagaccacgg aggagaagtc 360 
cccagagcac ctcagagggc tccatatggg 420 
gcagccatac cctgccggtg gactctgtgg 480 
agagggattc agaagcagcc agaggtccag 54 0 
actgcaaagg cccctgccac aaggtccagc 600 
gcaaacaagc aaccctcacc ttggcccagg 660 
caaaccggat gagtggtgag tgccagtctc 720 
tctttaaatg tggagcacac ccaacctcag 780 
tcaccagcaa caggcgcagc atcccttgca 840 
tggtcttcca gtgtaaccac cgtcacgtga 900 
tcacaagact caacgatcgg cagtttgtcc 960 
gtgtagtttg ttttctgccg ggactgtaag 1020 
ctgctcgaac cctcaggagc cacttctcag 1080 
caagctcgct gggaggaggc ctccaaggaa 1140 
cgctgcaacg tgccaattga aaaaaacgga 1200 
cagtgcaagc tggagtggtg ctggaactgt 1260 
gatcactggt ttgacgtgta gagagagatg 1320 
gaaactccga agattcctac cttccttagc 1380 
taaatgcgca cacacaaaca caggctgcag 1440 
gggcacccac agaaaaccac agcacccgct 1500 
ctggctcact cgaatgtcag agcttagatg 1560 
agccatgagt gaggtgggaa gtgttttcca 1620 
cctctgagga ttctcagaag cacacttgag 1680 
catctattcc caaagggccc cctgcagtag 1740 
tatctttaca aatggtgctg atgagattac 1800 
ccaagtgaga acctaggaaa gctaattgga 18 60 
cagaagccaa acctacttcc gttcgtttca 1920 
tttttccccc tgaaaagata acaaagtctg 1980 
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caatttggtt tggagtattc ctactgcagc 
agagaaagtg cctataaagg gggcgttttt 
ctaacaacag ggtcaagaaa cacaatgttt 
gagagtatgc ctgacccctt ccaccacaag 
tctgctgtta agccccaggg agccccatcc 
cacacaccaa gatagccttc agatcaacat 
ttttc ttttc tttttcctgt tttttatttg 
tggtggtggt ggggctacca aacttgaggc 
tatcttgtgg tgtgaggaaa ggccagctgg 
tagactccac ccagccagct cccaaaatga 
tctgatgtca cccatcacta ttttttttcc 
acccgtgtga cgtaatcgca ttgggaagcc 
aagggactcc ctgaagctct gtggctctcc 
catatgtttt cttcagaata caatagtgat 
cagtgtgtga gcatgaatca cagcctgcat 
gatgtcagaa gagtggaaat caaacctctg 
attaagaaat acctgaagtc tgtgtgtgtg 
ccagactgtc aatgaaaaaa aaaaaaaaaa 



PCT/EPOO/08071 

ctggaagttt agcttcactg tgaatttaac 2040 

aagagacaat cccatgatgc tgcgccaatg 2100 

atagaaggag catccctcga ccatctgaat 2160 

tggggacacc tctgcatatc tgctccctcc 2220 

acccagtggt cctacagaca gggcaataca 2280 

gcatcacact caagtgttaa tctttcaagg 2340 

ttttgctttt gctttttttt tttttttttt 2400 

ctagagctaa aaatcatata gaaatgatgt 2460 

cctaagttca cacttttgtc ccagtggccc 2520 

aaagaccacc tgtcaagcag cagtcaggag 2580 

atcattgtgc ttgcctctgc ctccttccac 2640 

aggacaatgt ttgctgttct gctttgggta 2700 

agtatggtcc cttttccttc ctaacagatg 2760 

tcttaaaata acccaaaaga caggcatcca 2820 

tgtgtgagtg tgaatagtgg gataaaagtg 2880 

caaagcaatc tttctctttc tgtgaagtgt 2940 

gtggtaccca gactgtcaat caataaagac 3000 
aaaaaaaaaa aaa 3043 



<210> 14 

<211> 3253 

<212> DNA 

<213> mouse 



c400> 14 

ctcagcgagg ggaaggggga ggaggcctgg 
aggctcgggc gggcgccagt gcccgcgtag 
cggtgaccat gatagtgttt gtcaggttca 
attctgacac cagcatcttg cagctcaagg 
gaccagctgc gtgtgatttt tgccgggaag 
tgtgacctgg aacaacagag tattgtacac 
gaaacaaatg catctggagg ggacgaaccc 
tccaggagct tgacacgagt ggacctgagc 
ctggcggtca ttctggacac agacagtaag 
aaacccacct acaacagctt tttcatctac 
ggaaagctcc gagttcagtg tggcacctgc 
ccatcttgct gggacgatgt cttaattcca 
gactgccctg gaaccagagc tgaatttttc 
aaggacacgt cggtagcttt gaacctgatc 
gcgtgcacag atgtcaggag ccctgtcctg 
tgtttggact gtttccactt gtattgtgtc 
gatgctcaac ttggctactc cctgccgtgt 
gagctccatc acttcaggat ccttggagaa 
gccgaggaat gcgtgctgca aatgggaggt 
ggactgctac ctgaacaggg ccagaggaaa 
tgcgggtttg ttttctgccg ggactgtaag 
ctgctcgaac cctcaggagc cacttctcag 
caagctcgct gggaggaggc ctccaaggaa 



atgactaaac ctgacagaaa cgc tggtggg 6 0 
gtccttctcg acccgcagcc accacccgcc 120 
actccagcta tggcttccca gtggaggtcg 180 
aagtggttgc taagcgacgg ggttccagct 240 
gagcttccga atcacctgac ggttcaaaac 300 
atagtacaga gaccacggag gagaagtcat 360 
cagagcacct cagagggctc catatgggag 420 
agccataccc tgccggtgga ctctgtgggg 480 
agggattcag aagcagccag aggtccagtt 540 
tgcaaaggcc cctgccacaa ggtccagcct 600 
aaacaagcaa ccctcacctt ggcccagggc 660 
aaccggatga gtggtgagtg ccagtctcca 720 
tttaaatgtg gagcacaccc aacctcagac 780 
accagcaaca ggcgcagcat cccttgcata 840 
gtcttccagt gtaaccaccg tcacgtgatc 900 
acaagactca acgatcggca gtttgtccac 960 
gtagctggct gtcccaactc cctgattaaa 1020 
gagcagtaca ctaggtacca gcagtatggg 1080 
gtgctgtgcc cccgtcctgg ctgtggagct 1140 
gtcacctgcg aagggggcaa cggcctgggc 1200 
gaagcatacc atgaagggga ttgcgactca 1260 
gcctacaggg tggacaaaag agccgctgag 1320 
accatcaaga agaccaccaa gccttgtcct 1380 



16 



WO 01/16176 PCT/EP00/08071 

cgctgcaacg tgccaattga aaaaaacgga ggatgtatgc acatgaagtg tcctcagccc 1440 

cagtgcaagc tggagtggtg ctggaactgt ggctgtgagt ggaaccgagc ctgcatggga 1500 

gatcactggt ttgacgtgta gagagagatg tcacttggcc ctggacgcac aacctcaagg 1560 

gaaactccga agattcctac cttccttagc catttcttct tctcgatgca tataagcaca 1620 

taaatgcgca cacacaaaca caggctgcag attacagaag cagcccctag atcctttcta 1680 

gggcacccac agaaaaccac agcacccgct ggccccaggg ggaggaggca ctttcagcct 1740 

ctggctcact cgaatgtcag agcttagatg agggtgcacc tttggtttgg attctgtaga 1800 

agccatgagt gaggtgggaa gtgttttcca gggttgttgc cacgccctgg gtaagtaaca 1860 

cctctgagga ttctcagaag cacacttgag atctgaggaa cgctgctctc atgtagtaat 1920 

catctattcc caaagggccc cctgcagtag tcaaaactat ttgtttatcc ccccaaatcc 1980 

tatctttaca aatggtgctg atgagattac aacccctctg tgtactaatc agcttatcaa 2040 

ccaagtgaga acctaggaaa gctaattgga tggcagactg cttaaatcgc agggaggact 2100 

cagaagccaa acctacttcc gttcgtttca ttatctgcaa ctttagaaag aaatgatctt 2160 

tttttccccc tgaaaagata acaaagtctg caatttggtt tggagtattc ctactgcagc 2220 

ctggaagttt agcttcactg tgaatttaac agagaaagtg cctataaagg gggcgttttt 2280 

aagagacaat cccatgatgc tgcgccaatg ctaacaacag ggtcaagaaa cacaatgttt 2340 

atagaaggag catccctcga ccatctgaat gagagtatgc ctgacccctt ccaccacaag 2400 

tggggacacc tctgcatatc tgctccctcc tctgctgtta agccccaggg agccccatcc 2460 

acccagtggt cctacagaca gggcaataca cacacaccaa gatagccttc agatcaacat 2520 

gcatcacact caagtgttaa tctttcaagg ttttcttttc tttttcctgt tttttatttg 2580 

ttttgctttt gctttttttt tttttttttt tggtggtggt ggggctacca aacttgaggc 2640 

ctagagctaa aaatcatata gaaatgatgt tatcttgtgg tgtgaggaaa ggccagctgg 2700 

cctaagttca cacttttgtc ccagtggccc tagactccac ccagccagct cccaaaatga 2760 

aaagaccacc tgtcaagcag cagtcaggag tctgatgtca cccatcacta ttttttttcc 2820 

atcattgtgc ttgcctctgc ctccttccac acccgtgtga cgtaatcgca ttgggaagcc 2880 

aggacaatgt ttgctgttct gctttgggta aagggactcc ctgaagctct gtggctctcc 2940 

agtatggtcc cttttccttc ctaacagatg catatgtttt cttcagaata caatagtgat 3000 

tcttaaaata acccaaaaga caggcatcca cagtgtgtga gcatgaatca cagcctgcat 3060 

tgtgtgagtg tgaatagtgg gataaaagtg gatgtcagaa gagtggaaat caaacctctg 3120 

caaagcaatc tttctctttc tgtgaagtgt attaagaaat acctgaagtc tgtgtgtgtg 3180 

gtggtaccca gactgtcaat caataaagac ccagactgtc aatgaaaaaa aaaaaaaaaa 3240 

aaaaaaaaaa aaa 3253 

<210> 15 
<211> 3254 
<212> DNA 
<213> mouse 

<400> 15 

ctcagcgagg ggaaggggga ggaggcctgg atgactaaac ctgacagaaa cgctggtggg 60 

aggctcgggc gggcgccagt gcccgcgtag gtccttctcg acccgcagcc accacccgcc 120 

cggtgaccat gatagtgttt gtcaggttca actccagcta tggcttccca gtggaggtcg 180 

attctgacac cagcatcttg cagctcaagg aagtggttgc taagcgacag ggggttccag 240 

ctgaccagct gcgtgtgatt tttgccggga aggagcttcc gatcacctga cggttcaaaa 300 

ctgtgacctg gaacaacaga gtattgtaca catagtacag agaccacgga ggagaagtca 360 

tgaaacaaat gcatctggag gggacgaacc ccagagcacc tcagagggct ccatatggga 420 

gtccaggagc ttgacacgag tggacctgag cagccatacc ctgccggtgg actctgtggg 480 

gctggcggtc attctggaca cagacagtaa gagggattca gaagcagcca gaggtccagt 540 
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taaacccacc tacaacagct ttttcatcta 
tggaaagctc cgagttcagt gtggcacctg 
cccatcttgc tgggacgatg tcttaattcc 
agactgccct ggaaccagag ctgaattttt 
caaggacacg tcggtagctt tgaacctgat 
agcgtgcaca gatgtcagga gccctgtcct 
ctgtttggac tgtttccact tgtattgtgt 
cgatgctcaa cttggctact ccctgccgtg 
agagctccat cacttcagga tccttggaga 
ggccgaggaa tgcgtgctgc aaatgggagg 
tggac tgc ta cc tgaacagg gccagaggaa 
ctgcgggttt gttttctgcc gggactgtaa 
actgctcgaa ccctcaggag ccacttctca 
gcaagctcgc tgggaggagg cctccaagga 
tcgctgcaac gtgccaattg aaaaaaacgg 
ccagtgcaag ctggagtggt gctggaactg 
agatcactgg tttgacgtgt agagagagat 
ggaaactccg aagattccta ccttccttag 
ataaatgcgc acacacaaac acaggctgca 
agggcaccca cagaaaacca cagcacccgc 
tctggctcac tcgaatgtca gagcttagat 
aagccatgag tgaggtggga agtgttttcc 
acctctgagg attctcagaa gcacacttga 
tcatctattc ccaaagggcc ccctgcagta 
ctatctttac aaatggtgct gatgagatta 
accaagtgag aacctaggaa agctaattgg 
tcagaagcca aacctacttc cgttcgtttc 
ttttttcccc ctgaaaagat aacaaagtct 
cctggaagtt tagcttcact gtgaatttaa 
taagagacaa tcccatgatg ctgcgccaat 
tatagaagga gcatccctcg accatctgaa 
gtggggacac ctctgcatat ctgctccctc 
cacccagtgg tcctacagac agggcaatac 
tgcatcacac tcaagtgtta atctttcaag 
gttttgcttt tgcttttttt tttttttttt 
cctagagcta aaaatcatat agaaatgatg 
gcctaagttc acacttttgt cccagtggcc 
aaaagaccac ctgtcaagca gcagtcagga 
catcattgtg cttgcctctg cctccttcca 
caggacaatg tttgctgttc tgctttgggt 
cagtatggtc ccttttcctt cctaacagat 
ttcttaaaat aacccaaaag acaggcatcc 
ttgtgtgagt gtgaatagtg ggataaaagt 
gcaaagcaat ctttctcttt ctgtgaagtg 
ggtggtaccc agactgtcaa tcaataaaga 
aaaaaaaaaa aaaa 

<210> 16 




PCT/EP00/08071 

ctgcaaaggc ccctgccaca aggtccagcc 600 
caaacaagca accctcacct tggcccaggg 660 
aaaccggatg agtggtgagt gccagtctcc 720 
c tttaaatgt ggagcacacc caacc tcaga 7 80 
caccagcaac aggcgcagca tcccttgcat 84 0 
ggtc ttccag tgtaaccacc gtcacgtgat 9 00 
cacaagactc aacgatcggc agtttgtcca 960 
tgtagctggc tgtcccaact ccctgattaa 1020 
agagcagtac actaggtacc agcagtatgg 1080 
tgtgctgtgc ccccgtcctg gctgtggagc 1140 
agtcacc tgc gaagggggca acggcctggg 12 00 
ggaagcatac catgaagggg attgcgactc 1260 
ggcctacagg gtggacaaaa gagccgctga 1320 
aaccatcaag aagaccacca agccttgtcc 1380 
aggatgtatg cacatgaagt gtcctcagcc 1440 
tggctgtgag tggaaccgag cctgcatggg 1500 
gtcacttggc cctggacgca caacctcaag 1560 
ccatttcttc ttctcgatgc atataagcac 1620 
gattacagaa gcagccccta gatcctttct 1680 
tggccccagg gggaggaggc actttcagcc 1740 
gagggtgcac ctttggtttg gattctgtag 1800 
agggttgttg ccacgccctg ggtaagtaac 1860 
gatctgagga acgctgctct catgtagtaa 1920 
gtcaaaacta tttgtttatc cccccaaatc 1980 
caacccctct gtgtactaat cagcttatca 2040 
atggcagact gcttaaatcg cagggaggac 2100 
attatctgca actttagaaa gaaatgatct 2160 
gcaatttggt ttggagtatt cctactgcag 2220 
cagagaaagt gcctataaag ggggcgtttt 2280 
gctaacaaca gggtcaagaa acacaatgtt 2340 
tgagagtatg cctgacccct tccaccacaa 2400 
ctctgctgtt aagccccagg gagccccatc 2460 
acacacacca agatagcctt cagatcaaca 2520 
gttttctttt ctttttcctg ttttttattt 2580 
ttggtggtgg tggggctacc aaacttgagg 2 640 
ttatcttgtg gtgtgaggaa aggccagctg 2700 
ctagactcca cccagccagc tcccaaaatg 2760 
gtctgatgtc acccatcact attttttttc 2820 
cacccgtgtg acgtaatcgc attgggaagc 2880 
aaagggactc cctgaagctc tgtggctctc 2940 
gcatatgttt tcttcagaat acaatagtga 3000 
acagtgtgtg agcatgaatc acagcctgca 3060 
ggatgtcaga agagtggaaa tcaaacctct 3120 
tattaagaaa tacctgaagt ctgtgtgtgt 3180 
cccagactgt caatgaaaaa aaaaaaaaaa 3240 

3254 
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PCT/EPOO/08071 



<211> 3253 
<212> DNA 
< 2 13 > mouse 



<400> 16 

ctcagcgagg ggaaggggga ggaggcctgg 
aggctcgggc gggcgccagt gcccgcgtag 
cggtgaccat gatagtgttt gtcaggttca 
attctgacac cagcatcttg cagctcaagg 
ctgaccagct gcgtgtgatt tttgccggga 
actgtgacct ggaacaacag agtattgtac 
gaaacaaatg catctggagg ggacgaaccc 
tccaggagct tgacacgagt ggacctgagc 
ctggcggtca ttctggacac agacagtaag 
aaacccacct acaacagctt tttcatctac 
ggaaagctcc gagttcagtg tggcacctgc 
ccatcttgct gggacgatgt cttaattcca 
gactgccctg gaaccagagc tgaatttttc 
aaggacacgt cggtagcttt gaacctgatc 
gcgtgcacag atgtcaggag ccctgtcctg 
tgtttggact gtttccactt gtattgtgtc 
gatgctcaac ttggctactc cctgccgtgt 
gage tec ate ac ttcaggat ccttggagaa 
gecgaggaat gcgtgctgca aatgggaggt 
ggactgc tac c tgaacaggg ccagaggaaa 
tgcgggtttg ttttctgccg ggactgtaag 
ctgctcgaac cctcaggagc cacttctcag 
caagctcgct gggaggaggc ctccaaggaa 
cgctgcaacg tgccaattga aaaaaacgga 
cagtgeaage tggagtggtg ctggaactgt 
gatcactggt ttgacgtgta gagagagatg 
gaaactccga agattcctac cttccttagc 
taaatgegea cacacaaaca caggctgeag 
gggcacccac agaaaaccac agcacccgct 
ctggctcact cgaatgtcag agcttagatg 
agecatgagt gaggtgggaa gtgttttcca 
cctctgagga ttctcagaag cacacttgag 
catctattcc caaagggccc ectgeagtag 
tatctttaca aatggtgctg atgagattac 
ccaagtgaga acctaggaaa gctaattgga 
cagaagecaa acctacttcc gttcgtttca 
tttttccccc tgaaaagata acaaagtctg 
ctggaagttt agcttcactg tgaatttaac 
aagagacaat cccatgatgc tgcgccaatg 
atagaaggag catccctcga ccatctgaat 
tggggacacc tetgeatate tgctccctcc 
acccagtggt cctacagaca gggcaataca 
gcatcacact caagtgttaa tctttcaagg 



atgactaaac ctgacagaaa cgctggtggg 60 
gtccttctcg acccgcagcc accacccgcc 120 
actccagcta tggcttccca gtggaggtcg 180 
aagtggttgc taagcgacag ggggttccag 240 
aggagcttcc gaatcacctg acggttcaaa 3 00 
acatagtaca gagaccaegg gagaagtcat 360 
cagagcacct cagagggctc catatgggag 420 
agccataccc tgccggtgga ctctgtgggg 480 
agggattcag aagcagccag aggtccagtt 540 
tgeaaaggee cctgccacaa ggtccagcct 600 
aaacaagcaa ccctcacctt ggcccagggc 660 
aaceggatga gtggtgagtg ccagtctcca 720 
tttaaatgtg gagcacaccc aacctcagac 780 
accagcaaca ggegcagcat cccttgcata 840 
gtcttccagt gtaaccaccg teaegtgate 900 
acaagactca aegateggea gtttgtccac 960 
gtagctggct gtcccaactc cctgattaaa 1020 
gagcagtaca ctaggtacca gcagtatggg 1080 
gtgctgtgcc cccgtcctgg ctgtggagct 1140 
gtcacctgcg aagggggcaa cggcctgggc 12 00 
gaagcatacc atgaagggga ttgegactea 1260 
gectacaggg tggacaaaag ageegctgag 1320 
accatcaaga agaccaccaa gccttgtcct 1380 
ggatgtatgc acatgaagtg tcctcagccc 1440 
ggctgtgagt ggaaccgagc ctgcatggga 1500 
tcacttggcc ctggacgcac aacctcaagg 1560 
catttcttct tetcgatgea tataagcaca 1620 
attacagaag cagcccctag atcctttcta 1680 
ggccccaggg ggaggaggca ctttcagcct 1740 
agggtgeace tttggtttgg attctgtaga 1800 
gggttgttgc cacgccctgg gtaagtaaca 1860 
atctgaggaa cgctgctctc atgtagtaat 1920 
tcaaaactat ttgtttatcc ccccaaatcc 1980 
aacccctctg tgtactaatc agcttatcaa 2040 
tggcagactg ettaaatege agggaggact 2100 
ttatctgcaa ctttagaaag aaatgatctt 2160 
caatttggtt tggagtattc ctactgcagc 2220 
agagaaagtg cctataaagg gggcgttttt 2280 
ctaacaacag ggtcaagaaa cacaatgttt 2340 
gagagtatgc ctgacccctt ccaceacaag 2400 
tctgctgtta agccccaggg agccccatcc 24 6 0 
cacacaccaa gatagectte agate aac at 2 52 0 
ttttcttttc tttttcctgt tttttatttg 2580 
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ttttgctttt gctttttttt tttttttttt tggtggtggt ggggctacca aacttgaggc 2640 

ctagagctaa aaatcatata gaaatgatgt tatcttgtgg tgtgaggaaa ggccagctgg 2700 

cctaagttca cacttttgtc ccagtggccc tagactccac ccagccagct cccaaaatga 2760 

aaagaccacc tgtcaagcag cagtcaggag tctgatgtca cccatcacta ttttttttcc 2820 

atcattgtgc ttgcctctgc ctccttccac acccgtgtga cgtaatcgca ttgggaagcc 2880 

aggacaatgt ttgctgttct gctttgggta aagggactcc ctgaagctct gtggctctcc 2940 

agtatggtcc cttttccttc ctaacagatg ca tatgttt t cttcagaata caatagtgat 3000 

tcttaaaata acccaaaaga caggcatcca cagtgtgtga gcatgaatca cagcctgcat 3060 

tgtgtgagtg tgaatagtgg gataaaagtg gatgtcagaa gagtggaaat caaacctctg 3120 

caaagcaatc tttctctttc tgtgaagtgt attaagaaat acctgaagtc tgtgtgtgtg 3180 

gtggtaccca gactgtcaat caataaagac ccagactgtc aatgaaaaaa aaaaaaaaaa 3240 

aaaaaaaaaa aaa 3253 

<210> 17 
<211> 3092 
<212> DNA 
< 2 1 3 > mouse 



<400> 17 

ctcagcgagg ggaaggggga ggaggcctgg 
aggctcgggc gggcgccagt gcccgcgtag 
cggtgaccat gatagtaact gtgacctgga 
accacggagg agaagtcatg aaacaaatgc 
agagggctcc atatgggagt ccaggagctt 
gccggtggac tctgtggggc tggcggtcat 
agcagccaga ggtccagtta aacccaccta 
ctgccacaag gtccagcctg gaaagctccg 
cctcaccttg gcccagggcc catcttgctg 
tggtgagtgc cagtctccag actgccctgg 
agcacaccca acctcagaca aggacacgtc 
gcgcagcatc ccttgcatag cgtgcacaga 
taaccaccgt cacgtgatct gtttggactg 
cgatcggcag tttgtccacg atgctcaact 
tcccaactcc ctgattaaag agctccatca 
taggtaccag cagtatgggg ccgaggaatg 
ccgtcctggc tgtggagctg gactgctacc 
agggggcaac ggcctgggct gcgggtttgt 
tgaaggggat tgcgactcac tgctcgaacc 
ggacaaaaga gccgctgagc aagctcgctg 
gaccaccaag ccttgtcctc gctgcaacgt 
catgaagtgt cctcagcccc agtgcaagct 
gaaccgagcc tgcatgggag atcactggtt 
tggacgcaca acctcaaggg aaactccgaa 
ctcgatgcat ataagcacat aaatgcgcac 
agcccctaga tcctttctag ggcacccaca 
gaggaggcac tttcagcctc tggctcactc 
ttggtttgga ttctgtagaa gccatgagtg 
acgccctggg taagtaacac ctctgaggat 



atgactaaac ctgacagaaa cgctggtggg 60 
gtccttctcg acccgcagcc accacccgcc 120 
acaacagagt attgtacaca tagtacagag 180 
atctggaggg gacgaacccc agagcacctc 240 
gacacgagtg gacctgagca gccataccct 300 
tctggacaca gacagtaaga gggattcaga 360 
caacagcttt ttcatctact gcaaaggccc 420 
agttcagtgt ggcacctgca aacaagcaac 480 
ggacgatgtc ttaattccaa accggatgag 540 
aaccagagct gaatttttct ttaaatgtgg 600 
ggtagctttg aacctgatca ccagcaacag 660 
tgtcaggagc cctgtcctgg tcttccagtg 720 
tttccacttg tattgtgtca caagactcaa 780 
tggctactcc ctgccgtgtg tagctggctg 840 
cttcaggatc cttggagaag agcagtacac 900 
cgtgctgcaa atgggaggtg tgctgtgccc 960 
tgaacagggc cagaggaaag tcacctgcga 1020 
tttctgccgg gactgtaagg aagcatacca 1080 
ctcaggagcc acttctcagg cctacagggt 1140 
ggaggaggcc tccaaggaaa ccatcaagaa 12 00 
gccaattgaa aaaaacggag gatgtatgca 12 60 
ggagtggtgc tggaactgtg gctgtgagtg 1320 
tgacgtgtag agagagatgt cacttggccc 1380 
gattcctacc ttccttagcc atttcttctt 1440 
acacaaacac aggctgcaga ttacagaagc 1500 
gaaaaccaca gcacccgctg gccccagggg 1560 
gaatgtcaga gcttagatga gggtgcacct 1620 
aggtgggaag tgttttccag ggttgttgcc 1680 
tctcagaagc acacttgaga tctgaggaac 1740 
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gctgctctca tgtagtaatc atctattccc aaagggcccc ctgcagtagt caaaactatt 1800 
tgtttatccc cccaaatcct atctttacaa atggtgctga tgagattaca acccctctgt 1860 
gtactaatca gcttatcaac caagtgagaa cctaggaaag ctaattggat ggcagactgc 1920 
ttaaatcgca gggaggactc agaagccaaa cctacttccg ttcgtttcat tatctgcaac 1980 
tttagaaaga aatgatcttt ttttccccct gaaaagataa caaagtctgc aatttggttt 2040 
ggagtattcc tactgcagcc tggaagttta gcttcactgt gaatttaaca gagaaagtgc 2100 
ctataaaggg ggcgttttta agagacaatc ccatgatgct gcgccaatgc taacaacagg 2160 
gtcaagaaac acaatgttta tagaaggagc atccctcgac catctgaatg agagtatgcc 2220 
tgaccccttc caccacaagt ggggacacct ctgcatatct gctccctcct ctgctgttaa 2280 
gccccaggga gccccatcca cccagtggtc ctacagacag ggcaatacac acacaccaag 2340 
atagccttca gatcaacatg catcacactc aagtgttaat ctttcaaggt tttcttttct 2400 
ttttcctgtt ttttatttgt tttgcttttg cttttttttt tttttttttt ggtggtggtg 2460 
gggctaccaa acttgaggcc tagagctaaa aatcatatag aaatgatgtt atcttgtggt 2520 
gtgaggaaag gccagctggc ctaagttcac acttttgtcc cagtggccct agactccacc 2580 
cagccagctc ccaaaatgaa aagaccacct gtcaagcagc agtcaggagt ctgatgtcac 2640 
ccatcactat tttttttcca tcattgtgct tgcctctgcc tccttccaca cccgtgtgac 2700 
gtaatcgcat tgggaagcca ggacaatgtt tgctgttctg ctttgggtaa agggactccc 2760 
tgaagctctg tggctctcca gtatggtccc ttttccttcc taacagatgc atatgttttc 2820 
ttcagaatac aatagtgatt cttaaaataa cccaaaagac aggcatccac agtgtgtgag 2880 
catgaatcac agcctgcatt gtgtgagtgt gaatagtggg ataaaagtgg atgtcagaag 2940 
agtggaaatc aaacctctgc aaagcaatct ttctctttct gtgaagtgta ttaagaaata 3000 
cctgaagtct gtgtgtgtgg tggtacccag actgtcaatc aataaagacc cagactgtca 3060 
atgaaaaaaa aaaaaaaaaa aaaaaaaaaa aa 3 092 



<210> 18 

<211> 3255 

<212> DNA 

<213> mouse 



<400> 18 

ctcagcgagg ggaaggggga ggaggcctgg atgactaaac ctgacagaaa cgctggtggg 60 
aggctcgggc gggcgccagt gcccgcgtag gtccttctcg acccgcagcc accacccgcc 120 
cggtgaccat gatagtgttt gtcaggttca actccagcta tggcttccca gtggaggtcg 180 
attctgacac cagcatcttg cagctcaagg aagtggttgc taagcgacag ggggttccag 240 
ctgaccagct gcgtgtgatt tttgccggga aggagcttcc gaatcacctg acggttcaaa 300 
actgtgacct ggaacaacag agtattgtac acatagtaca gagaccacgg aggagaagtc 3 60 
atgaaacaaa tgcatctgga ggggacgaac cccagagcac ctcagagggc tccatatggg 420 
agtccaggag cttgacacga gtggacctga gcagccatac cctgccggtg gactctgtgg 480 
ggctggcggt cattctggac acagacagta agagggattc agaagcagcc agaggtccag 540 
ttaaacccac ctacaacagc tttttcatct actgcaaagg cccctgccac aaggtccagc 600 
ctggaaatct ccgagttcag tgtggcacct gcaaacaagc aaccctcacc ttggcccagg 660 
gcccatcttg ctgggacgat gtcttaattc caaaccggat gagtggtgag tgccagtctc 720 
cagactgccc tggaaccaga gctgaatttt tctttaaatg tggagcacac ccaacctcag 780 
acaaggacac gtcggtagct ttgaacctga tcaccagcaa caggcgcagc atcccttgca 840 
tagcgtgcac agatgtcagg agccctgtcc tggtcttcca gtgtaaccac cgtcacgtga 900 
tctgtttgga ctgtttccac ttgtattgtg tcacaagact caacgatcgg cagtttgtcc 960 
acgatgctca acttggctac tccctgccgt gtgtagctgg ctgtcccaac tccctgatta 1020 
aagagctcca tcacttcagg atccttggag aagagcagta cactaggtac cagcagtatg 1080 
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gggccgagga atgcgtgctg caaatgggag 
ctggactgct acctgaacag ggccagagga 
gctgcgggtt tgttttctgc cgggactgta 
cactgctcga accctcagga gccacttctc 
agcaagctcg ctgggaggag gcctccaagg 
ctcgctgcaa cgtgccaatt gaaaaaaacg 
cccagtgcaa gctggagtgg tgctggaact 
gagatcactg gtttgacgtg tagagagaga 
gggaaactcc gaagattcct accttcctta 
cataaatgcg cacacacaaa cacaggctgc 
tagggcaccc acagaaaacc acagcacccg 
ctctggctca ctcgaatgtc agagcttaga 
gaagccatga gtgaggtggg aagtgttttc 
cacctctgag gattctcaga agcacacttg 
atcatctatt cccaaagggc cccctgcagt 
cctatcttta caaatggtgc tgatgagatt 
aaccaagtga gaacctagga aagctaattg 
ctcagaagcc aaacctactt ccgttcgttt 
tttttttccc cctgaaaaga taacaaagtc 
gcctggaagt ttagcttcac tgtgaattta 
ttaagagaca atcccatgat gctgcgccaa 
ttatagaagg agcatccctc gaccatctga 
agtggggaca cctctgcata tctgctccct 
ccacccagtg gtcctacaga cagggcaata 
atgcatcaca ctcaagtgtt aatctttcaa 
tgttttgctt ttgctttttt tttttttttt 
gcctagagct aaaaatcata tagaaatgat 
ggcctaagtt cacacttttg tcccagtggc 
gaaaagacca cctgtcaagc agcagtcagg 
ccatcattgt gcttgcctct gcctccttcc 
ccaggacaat gtttgctgtt ctgctttggg 
ccagtatggt cccttttcct tcctaacaga 
attcttaaaa taacccaaaa gacaggcatc 
attgtgtgag tgtgaatagt gggataaaag 
tgcaaagcaa tctttctctt tctgtgaagt 
tggtggtacc cagactgtca atcaataaag 
aaaaaaaaaa aaaaa 

<210> 19 
<211> 3255 
<212> DNA 
<213> mouse 
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gtgtgctgtg cccccgtcct ggctgtggag 1140 
aagtcacctg cgaagggggc aacggcctgg 12 0 0 
aggaagcata ccatgaaggg gattgcgact 1260 
aggcctacag ggtggacaaa agagccgctg 1320 
aaaccatcaa gaagaccacc aagccttgtc 1380 
gaggatgtat gcacatgaag tgtcctcagc 1440 
gtggctgtga gtggaaccga gcctgcatgg 1500 
tgtcacttgg ccctggacgc acaacctcaa 1560 
gccatttctt cttctcgatg catataagca 1620 
agattacaga agcagcccct agatcctttc 1680 
ctggccccag ggggaggagg cactttcagc 1740 
tgagggtgca cctttggttt ggattctgta 1800 
cagggttgtt gccacgccct gggtaagtaa 1860 
agatctgagg aacgctgctc tcatgtagta 1920 
agtcaaaact atttgtttat ccccccaaat 1980 
acaacccctc tgtgtactaa tcagcttatc 2040 
gatggcagac tgcttaaatc gcagggagga 2100 
cattatctgc aactttagaa agaaatgatc 2160 
tgcaatttgg tttggagtat tcctactgca 2220 
acagagaaag tgcctataaa gggggcgttt 2280 
tgctaacaac agggtcaaga aacacaatgt 2340 
atgagagtat gcctgacccc ttccaccaca 2400 
cctctgctgt taagccccag ggagccccat 2460 
cacacacacc aagatagcct tcagatcaac 2520 
ggttttcttt tctttttcct gttttttatt 2580 
tttggtggtg gtggggctac caaacttgag 2640 
gttatcttgt ggtgtgagga aaggccagct 2700 
cctagactcc acccagccag ctcccaaaat 2760 
agtctgatgt cacccatcac tatttttttt 2820 
acacccgtgt gacgtaatcg cattgggaag 2880 
taaagggact ccctgaagct ctgtggctct 2940 
tgcatatgtt ttcttcagaa tacaatagtg 3000 
cacagtgtgt gagcatgaat cacagcctgc 3 060 
tggatgtcag aagagtggaa atcaaacctc 3120 
gtattaagaa atacctgaag tctgtgtgtg 3180 
acccagactg tcaatgaaaa aaaaaaaaaa 3240 

3255 



<400> 19 

ctcagcgagg ggaaggggga ggaggcctgg 

aggctcgggc gggcgccagt gcccgcgtag 

cggtgaccat gatagtgttt gtcaggttca 

attctgacac cagcatcttg cagctcaagg 



atgactaaac ctgacagaaa cgctggtggg 60 

gtccttctcg acccgcagcc accacccgcc 120 

actccagcta tggcttccca gtggaggtcg 180 

aagtggttgc taagcgacag ggggttccag 240 
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ctgaccagct gcgtgtgatt tttgccggga aggagcttcc gaatcacctg acggttcaaa 300 

actgtgacct ggaacaacag agtattgtac acatagtaca gagaccacgg aggagaagtc 360 

atgaaacaaa tgcatctgga ggggacgaac cccagagcac ctcagagggc tccatatggg 420 

agtccaggag cttgacacga gtggacctga gcagccatac cctgccggtg gactctgtgg 480 

ggctggcggt cattctggac acagacagta agagggattc agaagcagcc agaggtccag 540 

ttaaacccac ctacaacagc tttttcatct actgcaaagg cccctgccac aaggtccagc 600 

ctggaaagct ccgagttcag tgtggcacct gcaaacaagc aaccctcacc ttggcccagg 660 

gcccatcttg ctgggacgat gtcttaattc caaaccggat gagtggtgag tgccagtctc 720 

cagactgccc tggaaccaga gctgaatttt tctttaaatg tggagcacac ccaacctcag 780 

acaaggacac gtcggtagct ttgaacctga tcaccagcaa caggcgcagc atcccttgca 840 

tagcgtgcac agatgtcagg agccctgtcc tggtcttcca gtgtaaccac cgtcacgtga 900 

tctgtttgga ctgtttccac ttgtattgtg tcacaagact caacgatcgg cagtttgtcc 960 

acgatgctca acttggctac tccctgccgt gtgtagctgg ctgtcccaac tccctgatta 1020 

aagagctcca tcacttcagg atccttggag aagagcagta cactaggtac cagcagtatg 1080 

gggccgagga atgcgtgctg caaatgggag gtgtgctgtg cccccgtcct ggctgtggag 1140 

ctggactgct acctgaacag ggccagagga aagtcacctg cgaagggggc aacggcctgg 1200 

gctgcgggtt tgttttctgc cgggactgta aggaagcata ccatgaaggg gattgcgact 1260 

cactgctcga accctcagga gccacttctc aggcctacag ggtggacaaa agagccgctg 1320 

agcaagctcg ctgggaggag gcctccaagg aaaccatcaa gaagaccaac aagccttgtc 1380 

ctcgctgcaa cgtgccaatt gaaaaaaacg gaggatgtat gcacatgaag tgtcctcagc 1440 

cccagtgcaa gctggagtgg tgctggaact gtggctgtga gtggaaccga gcctgcatgg 1500 

gagatcactg gtttgacgtg tagagagaga tgtcacttgg ccctggacgc acaacctcaa 1560 

gggaaactcc gaagattcct accttcctta gccatttctt cttctcgatg catataagca 1620 

cataaatgcg cacacacaaa cacaggctgc agattacaga agcagcccct agatcctttc 1680 

tagggcaccc acagaaaacc acagcacccg ctggccccag ggggaggagg cactttcagc 1740 

ctctggctca ctcgaatgtc agagcttaga tgagggtgca cctttggttt ggattctgta 1800 

gaagccatga gtgaggtggg aagtgttttc cagggttgtt gccacgccct gggtaagtaa 1860 

cacctctgag gattctcaga agcacacttg agatctgagg aacgctgctc tcatgtagta 1920 

atcatctatt cccaaagggc cccctgcagt agtcaaaact atttgtttat ccccccaaat 1980 

cctatcttta caaatggtgc tgatgagatt acaacccctc tgtgtactaa tcagcttatc 2040 

aaccaagtga gaacctagga aagctaattg gatggcagac tgcttaaatc gcagggagga 2100 

ctcagaagcc aaacctactt ccgttcgttt cattatctgc aactttagaa agaaatgatc 2160 

tttttttccc cctgaaaaga taacaaagtc tgcaatttgg tttggagtat tcctactgca 2220 

gcctggaagt ttagcttcac tgtgaattta acagagaaag tgcctataaa gggggcgttt 2280 

ttaagagaca atcccatgat gctgcgccaa tgctaacaac agggtcaaga aacacaatgt 2340 

ttatagaagg agcatccctc gaccatctga atgagagtat gcctgacccc ttccaccaca 2400 

agtggggaca cctctgcata tctgctccct cctctgctgt taagccccag ggagccccat 2460 

ccacccagtg gtcctacaga cagggcaata cacacacacc aagatagcct tcagatcaac 2520 

atgcatcaca ctcaagtgtt aatctttcaa ggttttcttt tctttttcct gttttttatt 2580 

tgttttgctt ttgctttttt tttttttttt tttggtggtg gtggggctac caaacttgag 2640 

gcctagagct aaaaatcata tagaaatgat gttatcttgt ggtgtgagga aaggccagct 2700 

ggcctaagtt cacacttttg tcccagtggc cctagactcc acccagccag ctcccaaaat 2760 

gaaaagacca cctgtcaagc agcagtcagg agtctgatgt cacccatcac tatttttttt 2820 

ccatcattgt gcttgcctct gcctccttcc acacccgtgt gacgtaatcg cattgggaag 2880 

ccaggacaat gtttgctgtt ctgctttggg taaagggact ccctgaagct ctgtggctct 2940 

ccagtatggt cccttttcct tcctaacaga tgcatatgtt ttcttcagaa tacaatagtg 3000 

attcttaaaa taacccaaaa gacaggcatc cacagtgtgt gagcatgaat cacagcctgc 3060 

attgtgtgag tgtgaatagt gggataaaag tggatgtcag aagagtggaa atcaaacctc 3 120 
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tgcaaagcaa tctttctctt tctgtgaagt 
tggtggtacc cagactgtca atcaataaag 
aaaaaaaaaa aaaaa 

<210> 20 
<211> 3255 
<212> DNA 
<213> mouse 

<400> 20 

ctcagcgagg ggaaggggga ggaggcctgg 
aggctcgggc gggcgccagt gcccgcgtag 
cggtgaccat gatagtgttt gtcaggttca 
attctgacac cagcatcttg cagctcaagg 
ctgaccagct gcgtgtgatt tttgccggga 
actgtgacct ggaacaacag agtattgtac 
atgaaacaaa tgcatctgga ggggacgaac 
agtccaggag cttgacacga gtggacctga 
ggctggcggt cattctggac acagacagta 
ttaaacccac ctacaacagc tttttcatct 
ctggaaagct ccgagttcag tgtggcacct 
gcccatcttg ctgggacgat gtcttaattc 
cagactgccc tggaaccaga gctgaatttt 
acaaggacac gtcggtagct ttgaacctga 
tagcgtgcac agatgtcagg agccctgtcc 
tctgtttgga ctgtttccac ttgtattgtg 
acgatgctca acttggctac tccctgccgt 
aagagctcca tcacttcagg atccttggag 
gggccgagga atgcgtgctg caaatgggag 
ctggactgct acctgaacag ggccagagga 
gctgcgggtt tgttttctgc cgggactgta 
cactgctcga accctcagga gccacttctc 
agcaagctcg ctgggaggag gcctccaagg 
ctcgctgcaa cgtgccaatt gaaaaaaacg 
cccagtgcaa gctggagtgg tgctggaact 
gagatcactg gtttgacgtg tagagagaga 
gggaaactcc gaagattcct accttcctta 
cataaatgcg cacacacaaa cacaggctgc 
tagggcaccc acagaaaacc acagcacccg 
ctctggctca ctcgaatgtc agagcttaga 
gaagccatga gtgaggtggg aagtgttttc 
cacctctgag gattctcaga agcacacttg 
atcatctatt cccaaagggc cccctgcagt 
cctatcttta caaatggtgc tgatgagatt 
aaccaagtga gaacctagga aagctaattg 
ctcagaagcc aaacctactt ccgttcgttt 
tttttttccc cctgaaaaga taacaaagtc 
gcctggaagt ttagcttcac tgtgaattta 
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gtattaagaa atacctgaag tctgtgtgtg 3180 
acccagactg tcaatgaaaa aaaaaaaaaa 3240 

3255 



atgactaaac ctgacagaaa cgctggtggg 60 
gtccttctcg acccgcagcc accacccgcc 12 0 
actccagcta tggcttccca gtggaggtcg 180 
aagtggttgc taagcgacag ggggttccag 240 
aggagcttcc gaatcacctg acggttcaaa 300 
acatagtaca gagaccacgg aggagaagtc 360 
cccagagcac ctcagagggc tccatatggg 42 0 
gcagccatac cctgccggtg gactctgtgg 480 
agagggattc agaagcagcc agaggtccag 540 
actgcaaagg cccctgccac aaggtccagc 600 
gcaaacaagc aaccctcacc ttggcccagg 66 0 
caaaccggat gagtggtgag tgccagtctc 720 
tctttaaatg tggagcacac ccaacctcag 780 
tcaccagcaa caggcgcagc atcccttgca 840 
tggtcttcca gtgtaaccac cgtcacgtga 900 
tcacaagact caacgatcgg cagtttgtcc 960 
gtgtagctgg ctgtcccaac tccctgatta 1020 
aagagcagta cactaggtac cagcagtatg 1080 
gtgtgctgtg cccccgtcct ggctgtggag 1140 
aagtcacctg cgaagggggc aacggcctgg 1200 
aggaagcata ccatgaaggg gattgcgact 1260 
aggcctacag ggtggacaaa agagccgctg 1320 
aaaccatcaa gaagaccacc aagccttgtc 1380 
gaggatgtat gcacatgaag tgtcctcagc 1440 
gtggctgtga gtagaaccga gcctgcatgg 1500 
tgtcacttgg ccctggacgc acaacctcaa 1560 
gccatttctt cttctcgatg catataagca 1620 
agattacaga agcagcccct agatcctttc 1680 
ctggccccag ggggaggagg cactttcagc 1740 
tgagggtgca cctttggttt ggattctgta 1800 
cagggttgtt gccacgccct gggtaagtaa 1860 
agatctgagg aacgctgctc tcatgtagta 1920 
agtcaaaact atttgtttat ccccccaaat 1980 
acaacccctc tgtgtactaa tcagcttatc 2040 
gatggcagac tgcttaaatc gcagggagga 2100 
cattatctgc aactttagaa agaaatgatc 2160 
tgcaatttgg tttggagtat tcctactgca 2220 
acagagaaag tgcctataaa gggggcgttt 2280 
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ttaagagaca atcccatgat gctgcgccaa tgctaacaac agggtcaaga aacacaatgt 2340 

ttatagaagg agcatccctc gaccatctga atgagagtat gcctgacccc ttccaccaca 2400 

agtggggaca cctctgcata tctgctccct cctctgctgt taagccccag ggagccccat 2460 

ccacccagtg gtcctacaga cagggcaata cacacacacc aagatagcct tcagatcaac 2520 

atgcatcaca ctcaagtgtt aatctttcaa ggttttcttt tctttttcct gttttttatt 2580 

tgttttgctt ttgctttttt tttttttttt tttggtggtg gtggggctac caaacttgag 2640 

gcctagagct aaaaatcata tagaaatgat gttatcttgt ggtgtgagga aaggccagct 2700 

ggcctaagtt cacacttttg tcccagtggc cctagactcc acccagccag ctcccaaaat 2760 

gaaaagacca cctgtcaagc agcagtcagg agtctgatgt cacccatcac tatttttttt 2820 

ccatcattgt gcttgcctct gcctccttcc acacccgtgt gacgtaatcg cattgggaag 2880 

ccaggacaat gtttgctgtt ctgctttggg taaagggact ccctgaagct ctgtggctct 2940 

ccagtatggt cccttttcct tcctaacaga tgcatatgtt ttcttcagaa tacaatagtg 3000 

attcttaaaa taacccaaaa gacaggcatc cacagtgtgt gagcatgaat cacagcctgc 3060 

attgtgtgag tgtgaatagt gggataaaag tggatgtcag aagagtggaa atcaaacctc 312 0 

tgcaaagcaa tctttctctt tctgtgaagt gtattaagaa atacctgaag tctgtgtgtg 3X80 

tggtggtacc cagactgtca atcaataaag acccagactg tcaatgaaaa aaaaaaaaaa 3240 

aaaaaaaaaa aaaaa 3255 



<210> 21 
<211> 105 
<212> PRT 
<213> mouse 

<400> 21 

Met lie Val Phe Val Arg Phe Asn Ser Ser Tyr Gly Phe Pro Val Glu 
15 10 15 

Val Asp Ser Asp Thr Ser lie Leu Gin Leu Lys Glu Val Val Ala Lys 
20 25 30 

Arg Gin Gly Val Pro Ala Asp Gin Leu Arg Val lie Phe Ala Gly Lys 
35 40 45 

Glu Leu Pro Asn His Leu Thr Val Gin Leu Asn Pro Pro Thr Thr Ala 
50 55 60 

Phe Ser Ser Thr Ala Lys Ala Pro Ala Thr Arg Ser Ser Leu Glu Ser 
65 70 75 80 

Ser Glu Phe Ser Val Ala Pro Ala Asn Lys Gin Pro Ser Pro Trp Pro 
85 90 95 

Arg Ala His Leu Ala Gly Thr Met Ser 
100 105 



<210> 22 
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<211> 344 
<212> PRT 
<213> mouse 



<400> 22 

Met lie Val Phe Val Arg 
1 5 

Val Asp Ser Asp Thr Ser 
20 

Arg Gin Gly Val Pro Ala 
35 

Glu Leu Pro Asn His Leu 
50 

Val Leu He Pro Asn Arg 
65 70 

Pro Gly Thr Arg Ala Glu 
85 

Ser Asp Lys Asp Thr Ser 
100 

Arg Ser • lie Pro Cys He 
115 

Val Phe Gin Cys Asn His 
130 

Leu Tyr Cys Val Thr Arg 
145 150 

Gin Leu Gly Tyr Ser Leu 
165 

lie Lys Glu Leu His His 
180 

Arg Tyr Gin Gin Tyr Gly 
195 

Val Leu Cys Pro Arg Pro 
210 

Gly Gin Arg Lys Val Thr 



Phe Asn Ser Ser Tyr 
10 

He Leu Gin Leu Lys 
25 

Asp Gin Leu Arg Val 
40 

Thr Val Gin Gly Pro 
55 

Met Ser Gly Glu Cys 
75 

Phe Phe Phe Lys Cys 
90 

Val Ala Leu Asn Leu 
105 

Ala Cys Thr Asp Val 
12 0 

Arg His Val He Cys 
13 5 

Leu Asn Asp Arg Gin 
155 

Pro Cys Val Ala Gly 
170 

Phe Arg lie Leu Gly 
185 

Ala Glu Glu Cys Val 
200 

Gly Cys Gly Ala Gly 
215 

Cys Glu Gly Gly Asn 



Gly Phe Pro Val Glu 
15 

Glu Val Val Ala Lys 
30 

lie Phe Ala Gly Lys 
45 

Ser Cys Trp Asp Asp 
60 

Gin Ser Pro Asp Cys 
80 

Gly Ala His Pro Thr 
95 

lie Thr Ser Asn Arg 
110 

Arg Ser Pro Val Leu 
12 5 

Leu Asp Cys Phe His 
140 

Phe Val His Asp Ala 
160 

Cys Pro Asn Ser Leu 
175 

Glu Glu Gin Tyr Thr 
190 

Leu Gin Met Gly Gly 
205 

Leu Leu Pro Glu Gin 
220 

Gly Leu Gly Cys Gly 
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225 230 235 240 

Phe Val Phe Cys Arg Asp Cys Lys Glu Ala Tyr His Glu Gly Asp Cys 
245 250 255 

Asp Ser Leu Leu Glu Pro Ser Gly Ala Thr Ser Gin Ala Tyr Arg Val 
260 265 270 

Asp Lys Arg Ala Ala Glu Gin Ala Arg Trp Glu Glu Ala Ser Lys Glu 
275 280 285 

Thr lie Lys Lys Thr Thr Lys Pro Cys Pro Arg Cys Asn Val Pro lie 
290 295 300 

Glu Lys Asn Gly Gly Cys Met His Met Lys Cys Pro Gin Pro Gin Cys 
305 310 315 320 

Lys Leu Glu Trp Cys Trp Asn Cys Gly Cys Glu Trp Asn Arg Ala Cys 
325 330 335 

Met Gly Asp His Trp Phe Asp Val 
340 



<210> 23 

<211> 63 

<212> PRT 

<213> mouse 



<400> 23 

Met lie Val Phe Val Arg Phe Asn 
1 5 

Val Asp Ser Asp Thr Ser lie Leu 
20 

Arg Gin Gly Val Pro Ala Asp Gin 

35 40 

Glu Leu Pro Asn His Leu Thr Val 
50 55 



Ser Ser Tyr Gly Phe Pro Val Glu 
10 is 

Gin Leu Lys Glu Val Val Ala Lys 
25 30 

Leu Arg Val He Phe Ala Gly Lys 
45 

Gin Leu Ala Val Pro Thr Pro 
60 



<210> 24 
<211> 153 
<212> PRT 
<213> mouse 
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<400> 24 

Met lie Val Phe Val Arg Phe Asn Ser Ser Tyr Gly Phe Pro Val Glu 

Val Asp Ser Asp Thr Ser lie Leu Gin Leu Lys Glu Val Val Ala Lys 
20 25 30 

Arg Gin Gly Val Pro Ala Asp Gin Leu Arg Val He Phe Ala Gly Lys 
35 40 45 

Glu Leu Pro Asn His Leu Thr Val Gin Asn Cys Asp Leu Glu Gin Gin 
50 55 60 

Ser He Val His He Val Gin Arg Pro Arg Arg Arg Ser His Glu Thr 
65 7 0 75 80 

Asn Ala Ser Gly Gly Asp Glu Pro Gin Ser Thr Ser Glu Gly Ser lie 
85 SO 95 

Trp Glu Ser Arg Ser Leu Thr Arg Val Asp Leu Ser Ser His Thr Leu 
100 105 no 

Pro Val Asp Ser Val Gly Leu Ala Val He Leu Asp Thr Asp Ser Lys 
115 120 125 

Arg Asp Ser Glu Ala Ala Arg Gly Pro Gly Pro He Leu Leu Gly Arg 
130 135 140 

Cys Leu Asn Ser Lys Pro Asp Glu Trp 
145 150 



<210> 25 
<211> 194 
<212> PRT 
<213> mouse 

<400> 25 

Met He Val Phe Val Arg Phe Asn Ser Ser Tyr Gly Phe Pro Val Glu 
15 io i 5 

Val Asp Ser Asp Thr Ser He Leu Gin Leu Lys Glu Val Val Ala Lys 
20 25 3 0 

Arg Gin Gly Val Pro Ala Asp Gin Leu Arg Val He Phe Ala Gly Lys 
35 40 45 



Glu Leu Pro Asn His Leu Thr Val Gin Asn Cys Asp 



Leu Glu Gin Gin 
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50 55 60 

Ser lie Val His lie Val Gin Arg Pro Arg Arg Arg Ser His Glu Thr 
65 7 0 75 80 

Asn Ala Ser Gly Gly Asp Glu Pro Gin Ser Thr Ser Glu Gly Ser He 
85 90 95 

Trp Glu Ser Arg Ser Leu Thr Arg Val Asp Leu Ser Ser His Thr Leu 
100 105 no 

Pro Val Asp Ser Val Gly Leu Ala Val He Leu Asp Thr Asp Ser Lys 
115 120 125 

Arg Asp Ser Glu Ala Ala Arg Gly Pro Val Lys Pro Thr Tyr Asn Ser 
130 135 140 

Phe Phe He Tyr Cys Lys Gly Pro Cys His Lys Val Gin Pro Gly Lys 
I 45 150 155 i 6 o 

Leu Arg Val Gin Cys Gly Thr Cys Lys Gin Ala Thr Leu Thr Leu Ala 
1S5 170 175 

Gin Asn Phe Ser Leu Asn Val Glu His Thr Gin Pro Gin Thr Arg Thr 
180 185 190 

Arg Arg 



<210> 26 
<211> 183 
<212> PRT 
<213> mouse 

<400> 26 

Met lie Val Phe Val Arg Phe Asn Ser Ser Tyr Gly Phe Pro Val Glu 
15 10 15 

Val Asp Ser Asp Thr Ser lie Leu Gin Leu Lys Glu Val Val Ala Lys 
20 25 30 

Arg Gin Gly Val Pro Ala Asp Gin Leu Arg Val He Phe Ala Gly Lys 
35 40 45 

Glu Leu Pro Asn His Leu Thr Val Gin Asn Cys Asp Leu Glu Gin Gin 
50 55 6 o 
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Ser He Val His 
65 

Asn Ala Ser Gly 



Trp Glu Ser Arg 
100 

Pro Val Asp Ser 
115 

Arg Asp Ser Glu 
130 

Phe Phe He Tyr 
145 

Leu Arg Val Gin 



Gin Leu Ala Val 
180 



lie Val Gin Arg 
70 

Gly Asp Glu Pro 
85 

Ser Leu Thr Arg 



Val Gly Leu Ala 
12 0 

Ala Ala Arg Gly 
135 

Cys Lys Gly Pro 
150 

Cys Gly Thr Cys 
165 

Pro Thr Pro 



Pro Arg Arg Arg 
75 

Gin Ser Thr Ser 
90 

Val Asp Leu Ser 
105 

Val lie Leu Asp 



Pro Val Lys Pro 
140 

Cys His Lys Val 
155 

Lys Gin Ala Thr 
17 0 



Ser His Glu Thr 
80 

Glu Gly Ser He 
95 

Ser His Thr Leu 
110 

Thr Asp Ser Lys 
12 5 

Thr Tyr Asn Ser 

Gin Pro Gly Lys 
160 

Leu Thr Leu Ala 
17 5 



<210> 27 
<211> 296 
<212> PRT 
<213> mouse 

<400> 27 

Met lie Val Phe Val Arg Phe Asn Ser Ser Tyr Gly Phe Pro Val Glu 
15 10 15 

Val Asp Ser Asp Thr Ser He Leu Gin Leu Lys Glu Val Val Ala Lys 
20 25 30 

Arg Gin Gly Val Pro Ala Asp Gin Leu Arg Val He Phe Ala Gly Lys 
35 40 45 

Glu Leu Pro Asn His Leu Thr Val Gin Asn Cys Asp Leu Glu Gin Gin 
50 55 60 

Ser He Val His He Val Gin Arg Pro Arg Arg Arg Ser His Glu Thr 
65 70 75 80 

Asn Ala Ser Gly Gly Asp Glu Pro Gin Ser Thr Ser Glu Gly Ser He 
85 90 95 
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Trp Glu Ser Arg Ser Leu Thr Arg Val Asp Leu Ser Ser His Thr Leu 
100 105 no 

Pro Val Asp Ser Val Gly Leu Ala Val lie Leu Asp Thr Asp Ser Lys 
115 120 125 

Arg Asp Ser Glu Ala Ala Arg Gly Pro Val Lys Pro Thr Tyr Asn Ser 
130 135 140 

Phe Phe lie Tyr Cys Lys Gly Pro Cys His Lys Val Gin Pro Gly Lys 
145 150 155 i 6 o 

Leu Arg Val Gin Cys Gly Thr Cys Lys Gin Ala Thr Leu Thr Leu Ala 
165 170 175 

Gin Gly Pro Ser Cys Trp Asp Asp Val Leu lie Pro Asn Arg Met Ser 
180 185 190 

Gly Glu Cys Gin Ser Pro Asp Cys Pro Gly Thr Arg Ala Glu Phe Phe 
195 200 205 

Phe Lys Cys Gly Ala His Pro Thr Ser Asp Lys Asp Thr Ser Val Ala 
210 215 220 

Leu Asn Leu He Thr Ser Asn Arg Arg Ser lie Pro Cys He Ala Cys 
225 230 235 240 

Thr Asp Val Arg Ser Pro Val Leu Val Phe Gin Cys Asn His Arg His 
245 250 255 

Val He Cys Leu Asp Cys Phe His Leu Tyr Cys Val Thr Arg Leu Asn 
260 265 270 

Asp Arg Gin Phe Val His Asp Ala Gin Leu Gly Tyr Ser Leu Pro Cys 
275 280 285 

Val Val Cys Phe Leu Pro Gly Leu 
290 295 



<210> 28 
<211> 37 
<212> PRT 
<213> mouse 

<400> 28 

Met He Val Phe Val Arg Phe Asn Ser Ser Tyr Gly Phe Pro Val Glu 
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15 10 15 

Val Asp Ser Asp Thr Ser lie Leu Gin Leu Lys Glu Val Val Ala Lys 
20 25 30 

Arg Arg Gly Ser Ser 
35 



<210> 29 
<211> 53 
<212> PRT 
<213> mouse 

<400> 29 

Met lie Val Phe Val Arg Phe Asn Ser Ser Tyr Gly Phe Pro Val Glu 
15 10 15 

Val Asp Ser Asp Thr Ser He Leu Gin Leu Lys Glu Val Val Ala Lys 
20 25 30 

Arg Gin Gly Val Pro Ala Asp Gin Leu Arg Val He Phe Ala Gly Lys 
35 40 45 

Glu Leu Pro lie Thr 
50 



<210> 30 
<211> 77 
<212> PRT 
<213> mouse 



<400> 30 

Met lie Val Phe Val Arg Phe Asn Ser Ser Tyr Gly Phe Pro Val Glu 
15 10 15 

Val Asp Ser Asp Thr Ser lie Leu Gin Leu Lys Glu Val Val Ala Lys 
20 25 30 

Arg Gin Gly Val Pro Ala Asp Gin Leu Arg Val lie Phe Ala Gly Lys 
35 40 45 

Glu Leu Pro Asn His Leu Thr Val Gin Asn Cys Asp Leu Glu Gin Gin 
50 55 60 

Ser He Val His He Val Gin Arg Pro Arg Glu Lys Ser 
65 70 75 
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<210> 31 
<211> 14 
<212> PRT 
<213> mouse 

<400> 31 

Met lie Val Thr Val Thr Trp Asn Asn Arg Val Leu Tyr Thr 
15 10 



<210> 32 
<211> 464 
<212> PRT 
<213> mouse 

<400> 32 
Met lie Val Fhe 
1 

Val Asp Ser Asp 
20 

Arg Gin Gly Val 
35 

Glu Leu Pro Asn 
50 

Ser He Val His 
65 

Asn Ala Ser Gly 



Trp Glu Ser Arg 
100 

Pro Val Asp Ser 
115 

Arg Asp Ser Glu 
13 0 

Phe Phe He Tyr 
145 



Val Arg Phe Asn 
5 

Thr Ser lie Leu 



Pro Ala Asp Gin 
40 

His Leu Thr Val 
55 

lie Val Gin Arg 
70 

Gly Asp Glu Pro 
85 

Ser Leu Thr Arg 



Val Gly Leu Ala 
120 

Ala Ala Arg Gly 
13 5 

Cys Lys Gly Pro 
150 



Ser Ser Tyr Gly 
10 

Gin Leu Lys Glu 
25 

Leu Arg Val lie 



Gin Asn Cys Asp 
60 

Pro Arg Arg Arg 
75 

Gin Ser Thr Ser 
90 

Val Asp Leu Ser 
105 

Val He Leu Asp 



Pro Val Lys Pro 
14 0 

Cys His Lys Val 
155 



Phe Pro Val Glu 
15 

Val Val Ala Lys 
30 

Phe Ala Gly Lys 
45 

Leu Glu Gin Gin 



Ser His Glu Thr 
80 

Glu Gly Ser He 
95 

Ser His Thr Leu 
110 

Thr Asp Ser Lys 
12 5 

Thr Tyr Asn Ser 



Gin Pro Gly Asn 
160 
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Leu Arg Val Gin Cys Gly Thr Cys Lys Gin Ala Thr Leu Thr Leu Ala 
165 170 175 

Gin Gly Pro Ser Cys Trp Asp Asp Val Leu lie Pro Asn Arg Met Ser 
180 185 190 

Gly Glu Cys Gin Ser Pro Asp Cys Pro Gly Thr Arg Ala Glu Phe Phe 
195 200 205 

Phe Lys Cys Gly Ala His Pro Thr Ser Asp Lys Asp Thr Ser Val Ala 
210 215 220 

Leu Asn Leu lie Thr Ser Asn Arg Arg Ser lie Pro Cys lie Ala Cys 
225 230 235 240 

Thr Asp Val Arg Ser Pro Val Leu Val Phe Gin Cys Asn His Arg His 
245 250 255 

Val lie Cys Leu Asp Cys Phe His Leu Tyr Cys Val Thr Arg Leu Asn 
260 265 270 

Asp Arg Gin Phe Val His Asp Ala Gin Leu Gly Tyr Ser Leu Pro Cys 
275 280 285 

Val Ala Gly Cys Pro Asn Ser Leu lie Lys Glu Leu His His Phe Arg 
290 295 300 

lie Leu Gly Glu Glu Gin Tyr Thr Arg Tyr Gin Gin Tyr Gly Ala Glu 
305 310 315 320 

Glu Cys Val Leu Gin Met Gly Gly Val Leu Cys Pro Arg Pro Gly Cys 
325 330 335 

Gly Ala Gly Leu Leu Pro Glu Gin Gly Gin Arg Lys Val Thr Cys Glu 
340 345 350 

Gly Gly Asn Gly Leu Gly Cys Gly Phe Val Phe Cys Arg Asp Cys Lys 
355 360 355 

Glu Ala Tyr His Glu Gly Asp Cys Asp Ser Leu Leu Glu Pro Ser Gly 
370 375 380 

Ala Thr Ser Gin Ala Tyr Arg Val Asp Lys Arg Ala Ala Glu Gin Ala 
385 390 395 4 00 

Arg Trp Glu Glu Ala Ser Lys Glu Thr lie Lys Lys Thr Thr Lys Pro 
405 4 io 415 
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Cys Pro Arg Cys Asn Val Pro lie Glu 
420 425 

Met Lys Cys Pro Gin Pro Gin Cys Lys 
435 440 

Gly Cys Glu Trp Asn Arg Ala Cys Met 
450 455 




PCT/EP00/08071 

Lys Asn Gly Gly Cys Met His 
430 

Leu Glu Trp Cys Trp Asn Cys 
445 

Gly Asp His Trp Phe Asp Val 
460 



<210> 33 

<211> 464 

<212> PRT 

<213> mouse 

<400> 33 

Met lie Val Phe Val Arg Phe Asn Ser Ser Tyr Gly Phe Pro Val Glu 
15 10 15 

Val Asp Ser Asp Thr Ser lie Leu Gin Leu Lys Glu Val Val Ala Lys 
20 25 30 

Arg Gin Gly Val Pro Ala Asp Gin Leu Arg Val lie Phe Ala Gly Lys 
35 40 45 

Glu Leu Pro Asn His Leu Thr Val Gin Asn Cys Asp Leu Glu Gin Gin 
50 55 60 

Ser He Val His He Val Gin Arg Pro Arg Arg Arg Ser His Glu Thr 
65 70 75 eo 

Asn Ala Ser Gly Gly Asp Glu Pro Gin Ser Thr Ser Glu Gly Ser He 
85 90 95 

Trp Glu Ser Arg Ser Leu Thr Arg Val Asp Leu Ser Ser His Thr Leu 
100 105 HO 

Pro Val Asp Ser Val Gly Leu Ala Val lie Leu Asp Thr Asp Ser Lys 
115 12 0 12 5 

Arg Asp Ser Glu Ala Ala Arg Gly Pro Val Lys Pro Thr Tyr Asn Ser 
130 135 140 

Phe Phe He Tyr Cys Lys Gly Pro Cys His Lys Val Gin Pro Gly Lys 
145 150 i 5 5 i 6 o 
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Leu Arg Val Gin Cys Gly Thr Cys Lys Gin Ala Thr Leu Thr Leu Ala 
lg 5 170 175 

Gin Gly Pro Ser Cys Trp Asp Asp Val Leu lie Pro Asn Arg Met Ser 
180 185 iso 

Gly Glu Cys Gin Ser Pro Asp Cys Pro Gly Thr Arg Ala Glu Phe Phe 
195 200 205 

Phe Lys Cys Gly Ala His Pro Thr Ser Asp Lys Asp Thr Ser Val Ala 
210 215 220 

Leu Asn Leu He Thr Ser Asn Arg Arg Ser He Pro Cys He Ala Cys 
225 230 235 240 

Thr Asp Val Arg Ser Pro Val Leu Val Phe Gin Cys Asn His Arg His 
24 5 250 255 

Val lie Cys Leu Asp Cys Phe His Leu Tyr Cys Val Thr Arg Leu Asn 
260 265 270 

Asp Arg Gin Phe Val His Asp Ala Gin Leu Gly Tyr Ser Leu Pro Cys 
275 280 285 

Val Ala Gly Cys Pro Asn Ser Leu lie Lys Glu Leu His His Phe Arg 
290 295 300 

He Leu Gly Glu Glu Gin Tyr Thr Arg Tyr Gin Gin Tyr Gly Ala Glu 
305 310 315 320 

Glu Cys Val Leu Gin Met Gly Gly Val Leu Cys Pro Arg Pro Gly Cys 
325 330 335 

Gly Ala Gly Leu Leu Pro Glu Gin Gly Gin Arg Lys Val Thr Cys Glu 
340 345 350 

Gly Gly Asn Gly Leu Gly Cys Gly Phe Val Phe Cys Arg Asp Cys Lys 
355 360 365 

Glu Ala Tyr His Glu Gly Asp Cys Asp Ser Leu Leu Glu Pro Ser Gly 
37 ° 375 380 

Ala Thr Ser Gin Ala Tyr Arg Val Asp Lys Arg Ala Ala Glu Gin Ala 
385 390 335 40() 

Arg Trp Glu Glu Ala Ser Lys Glu Thr He Lys Lys Thr Asn Lys Pro 

410 415 
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Cys Pro Arg Cys Asn Val Pro lie Glu Lys Asn Gly Gly Cys Met His 

420 425 430 

Met Lys Cys Pro Gin Pro Gin Cys Lys Leu Glu Trp Cys Trp Asn Cys 

435 440 445 



Gly Cys Glu Trp Asn Arg Ala Cys Met Gly Asp His Trp Phe Asp Val 
450 455 460 



<210> 34 

<211> 451 

<212> PRT 

<213> mouse 

<400> 34 
Met lie Val Phe 
1 

Val Asp Ser Asp 
20 

Arg Gin Gly Val 
35 

Glu Leu Pro Asn 
50 

Ser lie Val His 
65 

Asn Ala Ser Gly 

Trp Glu Ser Arg 
100 

Pro Val Asp Ser 
115 

Arg Asp Ser Glu 
130 

Phe Phe lie Tyr 



Val Arg Phe Asn 
5 

Thr Ser He Leu 



Pro Ala Asp Gin 
40 

His Leu Thr Val 
55 

He Val Gin Arg 
70 

Gly Asp Glu Pro 
85 

Ser Leu Thr Arg 



Val Gly Leu Ala 
12 0 

Ala Ala Arg Gly 
13 5 

Cys Lys Gly Pro 



Ser Ser Tyr Gly 
10 

Gin Leu Lys Glu 
25 

Leu Arg Val lie 



Gin Asn Cys Asp 
60 

Pro Arg Arg Arg 
75 

Gin Ser Thr Ser 
90 

Val Asp Leu Ser 
105 

Val He Leu Asp 

Pro Val Lys Pro 
14 0 

Cys His Lys Val 



Phe Pro Val Glu 
15 

Val Val Ala Lys 
30 

Phe Ala Gly Lys 
45 

Leu Glu Gin Gin 



Ser His Glu Thr 
80 

Glu Gly Ser lie 
95 

Ser His Thr Leu 
110 

Thr Asp Ser Lys 
12 5 

Thr Tyr Asn Ser 



Gin Pro Gly Lys 
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145 

Leu Arg Val Gin Cys 
165 

Gin Gly Pro Ser Cys 
180 

Gly Glu Cys Gin Ser 
195 

Phe Lys Cys Gly Ala 
210 

Leu Asn Leu Xle Thr 
225 

Thr Asp Val Arg Ser 
245 

Val lie Cys Leu Asp 
260 

Asp Arg Gin Phe Val 
275 

Val Ala Gly Cys Pro 
290 

lie Leu Gly Glu Glu 
305 

Glu Cys Val Leu Gin 
325 

Gly Ala Gly Leu Leu 
340 

Gly Gly Asn Gly Leu 
355 

Glu Ala Tyr His Glu 
370 

Ala Thr Ser Gin Ala 
385 

Arg Trp Glu Glu Ala 



150 155 

Gly Thr Cys Lys Gin Ala 
17 0 

Trp Asp Asp Val Leu lie 
185 

Pro Asp Cys Pro Gly Thr 
200 

His Pro Thr Ser Asp Lys 
215 

Ser Asn Arg Arg Ser lie 
230 235 

Pro Val Leu Val Phe Gin 
250 

Cys Phe His Leu Tyr Cys 
265 

His Asp Ala Gin Leu Gly 
280 

Asn Ser Leu He Lys Glu 
295 

Gin Tyr Thr Arg Tyr Gin 
310 315 

Met Gly Gly Val Leu Cys 
330 

Pro Glu Gin Gly Gin Arg 
345 

Gly Cys Gly Phe Val Phe 
360 

Gly Asp Cys Asp Ser Leu 
375 

Tyr Arg Val Asp Lys Arg 
390 395 

Ser Lys Glu Thr He Lys 




PCT/EP00/08071 
160 

Thr Leu Thr Leu Ala 
17 5 

Pro Asn Arg Met Ser 
190 

Arg Ala Glu Phe Phe 
205 

Asp Thr Ser Val Ala 
220 

Pro Cys lie Ala Cys 
240 

Cys Asn His Arg His 
255 

Val Thr Arg Leu Asn 
270 

Tyr Ser Leu Pro Cys 
285 

Leu His His Phe Arg 
300 

Gin Tyr Gly Ala Glu 
320 

Pro Arg Pro Gly Cys 
335 

Lys Val Thr Cys Glu 
350 

Cys Arg Asp Cys Lys 
365 

Leu Glu Pro Ser Gly 
380 

Ala Ala Glu Gin Ala 
400 

Lys Thr Thr Lys Pro 
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405 410 415 

Cys Pro Arg Cys Asn Val Pro lie Glu Lys Asn Gly Gly Cys Met His 
420 425 430 

Met Lys Cys Pro Gin Pro Gin Cys Lys Leu Glu Trp Cys Trp Asn Cys 
435 440 445 

Gly Cys Glu 
450 
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